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Supplementary table 1 Evaluation of stripe rust resistance phenotypes and associated molecular markers

i (R) B
Variety (line)

Variety source
name

B ORPED Seedling

stage (infection type)

kS G=ERE)  Adult

plant stage (disease

kS (RPIED Adult

plant stage (infection

Yr

Yr
15

Yr
ZH
22

Yr
ZH
84

Pirsabak-13
Borluag-16
Ufagq-2000
Annag-17
Gold-16
Galaxy-13
Millat-11
Chakwal-50
Fakhra-sarhad

E 4k Al (R Foreign 9496
cultivars (lines) 10136
10137

Pakistan-13
Punjab-11
Lasani-08

Faisalabad-08

Kohistan-97

Inqilab-91
Lu26s
9408

severity) type)

CYR32 CYR34 GS-DS XJ-DS GS-IT XJ-IT
0 0 0 33 0 4
7 7 23 27 4 4
4 7 60 47 6 6
7 7 57 40 5 4
7 7 40 9 4 2
1 0 27 27 3 3
0 0 20 23 3 4
7 7 27 43 4 5
7 7 2 21 1 4
7 7 20 47 3 4
5 0 0 8 0 1
0 7 67 67 7 7
7 7 33 22 4 4
7 1 40 53 4 5
0 4 40 67 4 6
7 7 20 70 3 6
7 7 60 47 6 6
7 4 22 32 4 4
7 7 40 67 7
7 7 10 40 2 4



B N

80
10
13
40

40

77
13
45
38
32
40

A WD

~ ~ B~ B~ WL

9970 7
10123 4
10125 4
Johar-16 7
Ujala-13 7
Sehar-06 4
BES
7
Bafeng 5
9628 7
W& T ;
Xinchun 7
W& s ;
Xinchun 5
B 50
7
W EDH SR R (R Xinchun 50
Xinjiang-bred cultivars T 33
NA
(lines) Ning 33
728
4
Ning 28
726
7
Ning 26
#9639
NA
Pin 9639
9614 7
ST
NA

Lan Ke Lan Mang

NA

11

10

70

33

17

30

40

40

44

83

93

30

11

54

32

33

50

50

33

40

53

43



B 21
Xinchun 21

W 22
Xinchun 22
W27
Xinchun 27
HHE9
Xinchun 9
WE 19
Xinchun 19
WA 25
Xinchun 25
W 32
Xinchun 32
WA 41
Xinchun 41
W 42
Xinchun 42
WA 43
Xinchun 43
WA 45
Xinchun 45
R 47
Xinchun 47
WA 51
Xinchun 51

80

87

63

30

67

47

67

43

53

53

12

33

67

80

44

70

47

63

50

63

50

67

60

53

33

73



A 1242
Liangchun 1242
B 137
Hechun 137
TR 12136
Qichun 12136
AR 115
Hechun 115
AR 121
Hechun 121
Bx13
Bamai 13
A 1817
Liangchun 1817
JLER C1809
Jiushenghe C1809
T 13
Ningmai 13
7K 1285
Yong 1285
TH 28
Ningmai 28
A 1725
Liangchun 1725
TH 26
Ningchun 26

11

11

NA

10

38

47

33

NA

11

53

50

53

NA

27

20

27

25

43

57

47

50

40

50

53

50

47

NA

NA

NA



TH 18

NA NA
Ningmai 18
%% 21
NA NA
Yangmai 21
T 7342
NA NA
Ning 7342
AR 15
7 7
Yongliang 15
AR 1826
7 7
Liangchun 1826
AR 1832
2 2
Liangchun 1832
AR 1758
7 7
Liangchun 1758
R 1773
7 2
Liangchun 1773
WZ 17
7 7
Neimai 17
T8
7 7
Ning 18
T 38
7 0
Ningchun 38
WE 8
7 7
Xinchun 8
WA 44
7 7

Xinchun 44

47

47

40

33

17

26

10

30

40

NA

20

45

40

30

40

47

33

17

NA

53

53

40

43

45

NA

NA



29-3
W1
Hachun 1

BE6
Bachun 6
%9
Tuchun 9
b 9637
Pin 9637
b 9616
Pin 9616
b 9635
Pin 9635
b 9688
Pin 9688
b 9625
Pin 9625
9611
9655
b 9729
Pin 9729
& 29
Xinchun 29
SRR
Baijin Baoyin
o B

NA

NA

NA

NA

40

20

53

13

60

60

57

53

27
17

27

87

40

80

70

42

20

23

50

60

67

73

43
37

37

53

67

80



Kela Heimai
=X 2
Lanmai
LB
Hongchunmai
KB Dabaimai
Tt
Wumangmai
otk
Baiguangtou
IR
Gu'erhanman
W17
Xinchun 17
WA 20
Xinchun 20
WA 23
Xinchun 23
WA 26
Xinchun 26
Wt 28
Xinchun 28
W 30
Xinchun 30
WA 33
Xinchun 33

43

47

47

27

60

60

63

63

60

47

37

60

67

47

57

50

25

47

33

63

43

57

30

43

43

57



W 34
Xinchun 34
W 35
Xinchun 35
WA 38
Xinchun 38
WE 12
Xinchun 12
WE 16
Xinchun 16
W 36
Xinchun 36
WA 46
Xinchun 46
WA 48
Xinchun 48
WA 49
Xinchun 49
A 1201
Liangchun 1201
AR 213
Hechun 213
HFZ 168
Zhenmai 168
B9

Zhenmai 9

57

60

60

42

31

57

53

63

60

34

37

60

42

60

57

47

73

50

50

70

33

30

53

30



A 1522
Liangchun 1522
K2
Nongmai 2
m 12
Bamai 12
JT%13
Guangmai 12
T 425
Jiuchun 425
T 50
Ningchun 50
Wi 688
Xinhan 688
7k 3183
Yong 3183
A 1354
Liangchun 1354
730
Ning 30
T 27
Kechun 27
A 130892
Kechun 130892
& 151350
Kechun 151350

33

NA

67

37

NA

NA

43

47

47

67

70

70

43

71

70

43

70

67

30

50

43

77

67

80

77

NA

NA

NA



AR 141019
Kechun 141019
AR 161727
Kechun 161727
TH 16
Ningchun 16
72038
Ning 2038
FiZ 660
Nanmai 660
WE 10
Xinchunl0
THR 4
Ningchun 4
i 9638
Pin 9638
i 9606
Pin 9606
W% 26
Longmai 26
i CK22
Pin CK22
SEeE3
Baichunmai
INLFE

Xiaohongmai

NA

NA

NA

NA

NA

23

10

50

43

42

67

60

80

67

80

53

27

23

67

50

33

80

33

53

43

63

53

27



i 2
Xinchun 2
i3
Xinchun 3
Wi 6
Xinchun 6
WA 31
Xinchun 31
W 37
Xinchun 37
W 39
Xinchun 39
WA 40
Xinchun 40
W4
Xinchun 4
W 13
Xinchun 13
WE 15
Xinchun 15
WA 18
Xinchun 18
W 24
Xinchun 24

NA

NA

NA

73

53

83

80

60

80

60

50

60

73

73

67

44

73

73

53

60

63

67

27

63

70

77
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Supplementary table 2 The primers and PCR reaction for the molecular markers of known stripe rust resistance genes

e Fric AR . Fr 31 o BIGRRE T (C) N H ﬁ%‘?ﬁ bricd 2
Gene Marker Primer sequence (5’ -3 ) Positive allele size (bp) Marker type
Yr9 AF1/AF4 GGAGACATCATGAAACATTTG 55 1500 (+) Rye chromosome specific
CTGTTGTTGGGCAGAAAG
P6MI12P GTACTAGTATCCAGAGGTCACAAG 60 2505 360 (+) STS
CAGACAAACAGAGTACGGGC
Yril5 Y15K1-F2/uhw30IR GGAGATAGAGCACATTACAGAC 54 993 (+) DM
TTTCGCATCCCACCCTACTG
Yri7 VENTRIUP/LN2 AGGGGCTACTGACCAAGGCT 65 262 (+) DM
TGCAGCTACAGCAGTATGTACACAAAA
Yri8 csLV34 GTTGGTTAAGACTGGTGATGG 57 150 (+); 229 (-) STS
TGCTTGCTATTGCTGAATAGT
L34DINT13R2/L34SPF ACTTTCCTGAAAATAATACAAGCA 58 751 (+) Cssfr5
GGGAGCATTATTTTTTTCCATCATG
Yr28 cib-Yr28M1 ACAACCATGGGAATATCATCA 55 449 (+) STS
GATCATGGATGGTATAATAAGAAC
cib-Yr28M2 TCCCAGAGCTGAGCTTGCT 55 245 (+); 290 (-) STS
CTTGTCCAGTGGCTCAGAAC
Yr29 Xwmc44 GGTCTTCTGGGCTTTGATCCTG 60 260 (+) AFLP
TGTTGCTAGGGACCCGTAGTGG
Bacl7 CCCATGCTGACATGGCCACAT 60 500 (+) —
CTCTGCTCTTTAGTAGTTGCC
Y30 TMFEMN (£ K %) — — — —
TMFMN (Unpublished)
Xgwm533 AAGGCGAATCAAACGGAATA 58 120 (+) SSR
GTTGCTTTAGGGGAAAAGCC
Yr80 KASP 53113 TGTACAATGACTCCTCGACTAACA — — KASP
TGTACAATGACTCCTCGACTAACG
GCCACGCAATATCACCATCG
Yr81 KASP 3077 ATTCCAAAGTAATTGGCAACAGGTTCA — — KASP

CCAAAGTAATTGGCAACAGGTTCG
TGTGGAGCGTGACAATGAGGAAGTT




Yr82 KASP 13376 TGTTGTGGCTCTACGGAGTTA — — KASP
TGTTGTGGCTCTACGGAGTTG

CACCAAAACAACACTCACCG
Yr86 K 7127 TGATCGAGTGGGTGAGCTA — — KASP
TGATCGAGTGGGTGAGCTG
GTCAAGTTTCTTCTTAGTTGACCG
YrZH22 ZH904 (KK — — — —
ZH904 (Unpublished)
Z74 (KRR — — — —
Z74 (Unpublished)
YrZH84 MI26 (KK — — — —
M126 (Unpublished)
MI170 (KREFR) — — — —

M170 (Unpublished)

DM: BVEbRid: STS: FAUbsEAL M AFLP: ¥4 BKEZ M SSR: MR EEFIIIRL: KASP: Se LA R Rr 571 PCR
DM: Dominant marker; STS: Sequence tagged sites; AFLP: Amplified fragment length polymorphism; SSR: Simple sequence repeats; KASP: Kompetitive
allele-specific PCR



