Appendix A: the gene sequences of the Neopestalotiopsis eucalypti isolates in this study

Fungal Gene DNA Sequence
strain (Acession
number)
ITS GTCCCACCCATGTGAACTTACCTTTTGTTGCCTCGGCAGAAGTTATAGGTCTTCTTATAGCTGCTGCCGGTGGACCATTAAACTCTTGTTATTTTATGTAATC
TGAGCGTCTTATTTTAATAAGTCAAAACTTTCAACAACGGATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGA
(MZ947167) ATTCAGTGAATCATCGAATCTTTGAACGCACATTGCGCCCATTAGTATTCTAGTGGGCATGCCTGTTCGAGCGTCATTTCAACCCTTAAGCCTAGCTTAGTGT
TGGGAATCTACTTCTTTTATTAGTTGTAGTTCCTGAAATACAACGGCGGATTTGTAGTATCCTCTGAGCGTAGTAATTTTTTTTCTCGCTTTTGTTAGGTGCT
ATAACTCCCAGCCGCTAAACCCCCAATTTTTTGTGGTTGACCTCGGATCAGGTAGGAATACCCGCTGAACTTAAGCATATCAAAA
QN5071 Tub? GTCTGCCTCGACACGGCCTTGATACGACGTTTTTCGTGCCTGCACGACGGCCCCGAACAGTGAATTAGGTCAAGATAGAGGGAACATGATGCTAATAGGTCAT
TGATAGGCAAACCATCTCTGGCGAGCACGGTCTCGACAGCAATGGAGTGTATGTACTATTTTCAATTCCTCCTGCTTCCTGTTGAGCTTGTAGGCTGACTCGA
(OKO017475) TGGCCATTTAGCTACAACGGTACCTCCGAGCTCCAGCTCGAGCGTATGAGCGTCTACTTCAACGAGGCTTCCGGTAACAAGTACGTTCCTCGTGCCGTCCTCG
TCGATCTCGAGCCCGGTACCATGGATGCCGTCCGCGCCGGTCCCTTCGGCCAGCTCTTCCGCCCTGACAACTTCGTCTTCGGTCAGTCCGGTGCTGGCAACAA
CTGGGCCAAGGGTC
Tef TCATCCCCCTTCACTTCAGCATCATAATTTTCAACCTACGTGTTGAAAATTATTTTCGCTCCTTCCACACTTTTTTCGCTGGTTACCCCGCCGCGAGGCACCC
GCACGACCCCGCGGTGCAAACGAAAAATTTCTTATCACAGCCCCACCTTGCACAAGCAACCATGCATTGCTCATGAGACCCACTTTGAACAATTGCTAATGCC
(OK042835) TTCATACAGGAAGCCGCCGAGCTCGGTAAGGGTTCCTTCAAGTACGCCTGGGTTCTTGACAAGCTCAAGGCCGAGCGTGAGCGTGGTATCACCATCGATATCG

ITS

CTCTCTGGAAGTTCGAGACCAACGAGTACAATGTCACCGTCATTGGTTAGTACCCCTCCACCTATGCCATGTGCTGCTCCATAAGACACTTGACTAACCTTGC
TTCATAGACGCTCCCGGTCACCGTGATTTCATCAAGAACATGAT

CTCCCACCCATGTGAACTTACCTTTTGTTGCCTCGGCAGAAGTTATAGGTCTTCTTATAGCTGCTGCCGGTGGACCATTAAACTCTTGTTATTTTATGTAATC




QN5072

(MZ948830)

Tub?2

(OK017474)

Tef

(OK042836)

ITS

(MZ956121)

TGAGCGTCTTATTTTAATAAGTCAAAACTTTCAACAACGGATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAA
TTCAGTGAATCATCGAATCTTTGAACGCACATTGCGCCCATTAGTATTCTAGTGGGCATGCCTGTTCGAGCGTCATTTCAACCCTTAAGCCTAGCTTAGTGTTG
GGAATCTACTTCTTTTATTAGTTGTAGTTCCTGAAATACAACGGCGGATTTGTAGTATCCTCTGAGCGTAGTAATTTTTTTTCTCGCTTTTGTTAGGTGCTATA
ACTCCCAGCCGCTAAACCCCCAATTTTTTGTGGTTGACCTCGGATCAGGTAGGAATACCCGCTGAACTTAAGCATATCAAAAG

CTGTCTGCTCGACACGGCCTTGATACGACGTTTTTCGTGCCTGCACGACGGCCCCGAACAGTGAATTAGGTCAAGATAGAGGGAACATGATGCTAATAGGTCAT
TGATAGGCAAACCATCTCTGGCGAGCACGGTCTCGACAGCAATGGAGTGTATGTACTATTTTCAATTCCTCCTGCTTCCTGTTGAGCTTGTAGGCTGACTCGAT
GGCCATTTAGCTACAACGGTACCTCCGAGCTCCAGCTCGAGCGTATGAGCGTCTACTTCAACGAGGCTTCCGGTAACAAGTACGTTCCTCGTGCCGTCCTCGTC
GATCTCGAGCCCGGTACCATGGATGCCGTCCGCGCCGGTCCCTTCGGCCAGCTCTTCCGCCCTGACAACTTCGTCTTCGGTCAGTCCGGTGCTGGCAACAACTG
GGCCAAGGGTC

TCATCCCCCTTCACTTCAGCATCATAATTTTCAACCTACGTGTTGAAAATTATTTTCGCTCCTTCCACACTTTTTTCGCTGGTTACCCCGCCGCGAGGCACCCG
CACGACCCCGCGGTGCAAACGAAAAATTTCTTATCACAGCCCCACCTTGCACAAGCAACCATGCATTGCTCATGAGACCCACTTTGAACAATTGCTAATGCCTT
CATACAGGAAGCCGCCGAGCTCGGTAAGGGTTCCTTCAAGTACGCCTGGGTTCTTGACAAGCTCAAGGCCGAGCGTGAGCGTGGTATCACCATCGATATCGCTC
TCTGGAAGTTCGAGACCAACGAGTACAATGTCACCGTCATTGGTTAGTACCCCTCCACCTATGCCATGTGCTGCTCCATAAGACACTTGACTAACCTTGCTTCA
TAGACGCTCCCGGTCACCGTGATTTCATCAAGAACATGA

CTCCCACCCATGTGAACTTACCTTTTGTTGCCTCGGCAGAAGTTATAGGTCTTCTTATAGCTGCTGCCGGTGGACCATTAAACTCTTGTTATTTTATGTAATCT
GAGCGTCTTATTTTAATAAGTCAAAACTTTCAACAACGGATCTCTTGGTTCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAAT
TCAGTGAATCATCGAATCTTTGAACGCACATTGCGCCCATTAGTATTCTAGTGGGCATGCCTGTTCGAGCGTCATTTCAACCCTTAAGCCTAGCTTAGTGTTGG
GAATCTACTTCTTTTATTAGTTGTAGTTCCTGAAATACAACGGCGGATTTGTAGTATCCTCTGAGCGTAGTAATTTTTTTTCTCGCTTTTGTTAGGTGCTATAA
CTCCCAGCCGCTAAACCCCCAATTTTTTGTGGTTGACCTCGGATCAGGTAGGAATACCCGCTGAACTTAAGCATATCAAAAG




QN5073

Tub?

(OK017476)

Tef

(OK042837)

CTGTCTGCCTCGACACGGCCTTGATACGACGTTTTTCGTGCCTGCACGACGGCCCCGAACAGTGAATTAGGTCAAGATAGAGGGAACATGATGCTAATAGGTCAT
TGATAGGCAAACCATCTCTGGCGAGCACGGTCTCGACAGCAATGGAGTGTATGTACTATTTTCAATTCCTCCTGCTTCCTGTTGAGCTTGTAGGCTGACTCGATG
GCCATTTAGCTACAACGGTACCTCCGAGCTCCAGCTCGAGCGTATGAGCGTCTACTTCAACGAGGCTTCCGGTAACAAGTACGTTCCTCGTGCCGTCCTCGTCGA

TCTCGAGCCCGGTACCATGGATGCCGTCCGCGCCGGTCCCTTCGGCCAGCTCTTCCGCCCTGACAACTTCGTCTTCGGTCAGTCCGGTGCTGGCAACAACTGGGC
CAAGGGTC

TCATCCCCCTTCACTTCAGCATCATAATTTTCAACCTACGTGTTGAAAATTATTTTCGCTCCTTCCACACTTTTTTCGCTGGTTACCCCGCCGCGAGGCACCCGCA
CGACCCCGCGGTGCAAACGAAAAATTTCTTATCACAGCCCCACCTTGCACAAGCAACCATGCATTGCTCATGAGACCCACTTTGAACAATTGCTAATGCCTTCATA
CAGGAAGCCGCCGAGCTCGGTAAGGGTTCCTTCAAGTACGCCTGGGTTCTTGACAAGCTCAAGGCCGAGCGTGAGCGTGGTATCACCATCGATATCGCTCTCTGGA

AGTTCGAGACCAACGAGTACAATGTCACCGTCATTGGTTAGTACCCCTCCACCTATGCCATGTGCTGCTCCATAAGACACTTGACTAACCTTGCTTCATAGACGCT
CCCGGTCACCGTGATTTCATCAAGAACATGAC




