Table S4 Screening of candidate transcription factor genes involved in the trichome development(P vs IS)

GenelD Length logFC Pvalue FDR regulated TF_family genename
Homeodomain transcription factor genes

RchiOBHmM_Chr7g0199751 2011 1.6164 0.0000 0.0000 up HB KNAT7
RchiOBHmM_Chr5g0002121 2150 -1.1024 0.0000 0.0000 down HB ST™M
HD-Zip

RchiOBHmM_Chr5g0003831 2298 1.0890 0.0007 0.0116 up HD-ZIP PDF2
RchiOBHmM_Chr4g0440141 2346 2.3942 0.0000 0.0000 up HD-ZIP ATHB-13
RchiOBHmM_Chr2g0168851 2775 3.2812 0.0000 0.0000 up HD-ZIP HAT7
RchiOBHmM_Chr7g0177521 3599 1.9874 0.0016 0.0210 up HD-ZIP HDG11
RchiOBHmM_Chr4g0441321 1043 -1.0747 0.0007 0.0111 down HD-ZIP HOX3
MYB

RchiOBHmM_Chr3g0491061 1147 2.2106 0.0001 0.0020 up MYB ODO1
RchiOBHmM_Chr7g0196711 1062 1.0151 0.0000 0.0003 up MYB MYB61
RchiOBHmM_Chr2g0168581 1918 1.3059 0.0000 0.0000 up MYB MYB306
RchiOBHmM_Chr7g0202031 1433 1.1005 0.0000 0.0001 up MYB ODO1
RchiOBHmM_Chr4g0441081 1488 1.0004 0.0011 0.0161 up MYB MYB4
RchiOBHmM_Chr2g0116041 723 3.2453 0.0002 0.0032 up MYB MYB90
RchiOBHmM_Chr4g0439571 1870 4.1187 0.0005 0.0082 up MYB MYB105
RchiOBHmM_Chr4g0424331 1501 2.3965 0.0001 0.0024 up MYB MYB12
RchiOBHmM_Chr2g0167441 1789 1.4424 0.0000 0.0000 up MYB MYB74
RchiOBHmM_Chr6g0311731 1095 5.1370 0.0009 0.0138 up MYB C1
RchiOBHmM_Chr2g0172331 1179 2.3116 0.0000 0.0000 up MYB MYB305
RchiOBHmM_Chr3g0458721 1890 2.4436 0.0000 0.0001 up MYB MYB61
RchiOBHmM_Chr7g0192781 1518 1.4550 0.0000 0.0003 up MYB MYB86
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