Appendix A Primers used for dsSRNA synthesis and qRT-PCR

Gene Purpose Primer sequences (5°-3”)
LdSPR dsRNA F: taatacgactcactatagggCGTTCTCTCCCGTCGTCATATG
synthesis R: taatacgactcactatagggCATGGCCCTAAATAGGAGTACG
GFP dsRNA F: taatacgactcactatagggAGAAGAACTTTTCACTGG
synthesis R: taatacgactcactatagggTGAACGGATCCATCTTC
F: CCACTTTGATGCTAATAGTTGTGG
LdSPR RT-PCR
q R: CTTGAAAGTTTCCCTAAATTGCCTCG
actin RT-PCR F: AGAAGCACTTGCGGTGGACAAT
a R: ACCTGTACGCCAACACTGTCAT
F: TTTGCCTTCCTTGCGCTCAACA
EF1 RT-PCR
¢ a R:-TGTAAAGCAGCTGATCGTGGGT
F: AATGCAAGAAAGCCTTGCGCCT
TUB qRT-PCR

R:ATGAAGGAGGTCGACGAGCAAA
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Appendix B Multiple sequence alignment of sex peptide receptor proteins from 32 insects.
Trichoplusia ni, XP_026743588.1; Drosophila melanogaster, NP_001284892.1; Nicrophorus
vespilloides, XP_017786519.1; Folsomia candida, XP_021945159.1; Photinus pyralis,
XP_031356552.1; Acyrthosiphon pisum, XP_001944453.1; Halyomorpha halys, XP_024218766.1;
Melanaphis sacchari, XP_025192325.1; Blattella germanica, PSN56754.1; Rhopalosiphum
maidis, XP_026821801.1; Sipha flava, XP_025405812.1; Myzus persicae, XP_022183215.1;
Helicoverpa assulta, AFH53182.1; Manduca sexta, XP_030037201.1; Vanessa tameamea,
XP_026483981.1; Papilio machaon, XP_014367912.1; Spodoptera litura, AGE92037.1;
Helicoverpa armigera, ADK79103.2; Chilo suppressalis, ALM88340.1; Bombyx mori,
NP_001108346.1; Amyelois transitella, XP_013199292.1; Papilio xuthus, XP_013181400.1;
Papilio xylostella, XP_011562912.1; Danaus plexippus, EHJ75336.1; Tribolium castaneum,
NP_001106940.1; Zootermopsis nevadensis, KDR24017.1; Cimex lectularius, XP_014250084.1;
Lygus hesperus, AEK80439.1; Graphocephala atropunctata, JAT21985.1; Diaphorina citri,
XP_008469485.1; Bemisia tabaci, XP_018916635.1, Lymantria dispar.



Appendix C The survival rate of the 3rd instar L. dispar larvae microinjected with dsRNA

Treatment No. of larvae Survival rate (%)
Non-injection 120 100 a
ddH,0 120 95.83+.44a
dsGFP 120 97.5042.50 a
dsLdSPR 120 87.5045.00 b

Data are the meaniSD. The same lowercase letters in the column indicate no significant

differences among the different treatments using Student Newman-Keuls multiple comparisons
test (P<0.05).



