Appendix A Primers and their sequences in this study

Primer name

Sequence of gene-specific primer

Usage

TaRLCK1-A-F1
TaRLCK1-A-F2
TaRLCK1-A-R1
TaRLCK2-A-R2
TaRLCK1-y-F
TaRLCK1+y-R
TaRLCK1-Q-F
TaRLCK1-Q-R
BSMV-CP-F
BSMV-CP-R
RcActin-F
RcActin-R
TaActin-F
TaActin-R
CAT1-QF
CAT1-QR

RBOH-QF

RBOH-QR

5’-CAGGGGGTCCTGATTTGGG-3’

5’-GCTGATTTGGGAGGTCTGCT-3’

5’-GGTCTTGGTTTAACAGGGTGC-3’

5’-CATTTGATAAATGAAGTGACA-3’

5’-TACGCTAGCCTGCAGAGAAAGCCGAGCAG-3’

5’-GACGCTAGCTCTTCGCAGATCACCACTCAT-3’

5’-GCGAGGGTGAGATTCTGGAG-3’

5’-CTGGCTTAGTTGGGGTGAGG-3’

5'-TGACTGCTAAGGGTGGAGGA-3'

5'-CGGTTGAACATCACGAAGAGT-3’

5'-GCATCCACGAGACCACTTAC-3’

5'-GCGTCCCGCTGCTCAAGAT-3'

5-GGAATCCATGAGACCACCTAC-3

5-GACCCAGACAACTCGCAAC-3

5'-CAAGGGCTTCTTCGAGGTCAC-3’

5'- TGTAGAAGGTCCACTCCGGGTAG-3'

5-ATGTTCGGCAACTTGGTGACT-3'

5'- CGTCTGCTCTAAGAAGACCACTTTT-3'

Amplification of
full-length cDNA
of TaRLCK1

Construction of
vector
vy-TaRLCK1

RT-gPCR for
TaRLCK1
transcript

Detection of
BSMV virus

Detection of R.
cerealis

Internal control
for RT-gPCR

RT-gPCR for
CAT1 transcript

RT-gPCR for
RBOH transcript
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Appendix B Scheme of genomic RNAs of the barley stripe mosaic virus (BSMV)
and the construct BSMV:TaRLCK1 of the recombinant virus expressing the wheat
(Triticum aestivum) gene TaRLCK1. The orientation of the TaRLCK1 insert is

indicated by dark boxes.
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Appendix C RT-gPCR analysis of TaRLCK1 transcription in the resistant wheat cv.
Shanhongmai and susceptible wheat cv. Wenmai 6 at 0 (mock), 2 dpi, 4 dpi and 10 dpi
with R. cerealis WK207. The transcriptional level of TaRLCK1B in susceptible wheat

Wenmai 6 is set to 1. (t-test: **p < 0.01).



CI12633 CCGJNEICGAGTGGGATCACATAGCAGAATCTACTAGAGAGATGCGT@OIMAGG 50
Shanhongmai CCGJNEICGAGTGGGATCACATAGCAGAATCTACTAGAGAGATGCGT@OIMAGG 50
Yangmai 9 CCGE@CGAGTGGGATCACATAGCANWAATCTACTAGAGAGATGCGTINEAGG 50
Wenmai 6 CCGEgNCGAGTGGGATCACATAGCANWAATCTACTAGAGAGATGCGTINEAGG 50
Consensus ccg cgagtgggatcacatagca aatctactagagagatgcgt agg

CI12633 INCHW-V:UNCUWUNE \CUNEe€egy . . . . . ... .............. GATCTGCGAAG 78
Shanhongmai INCUV-VNNCIVNNE A GaNEIeIN . . . . . ... ... ........... GATCTGCGAAG 78
Yangmai 9 TGTAATGTATGHN ATAATAGGGGTTTTAGAGT . . TeaNyeiNelelervAe 98
Wenmai 6 TGTAATGTAT AT GG TINUNNNelcleMhhiv-Xel-Xekleleki . T C T GCGAAG] 99
Consensus tgtaatgtatg tggt gatctgcgaag

CI12633 AGGCAGCGGATTTGTGAATGTTTTGTGCCOGTGTTGTAGGGINTGTARCTT 128
Shanhongmai AGGCAGCGGATTTGTGAATGTTTTGTGCCOGTGTTGTAGGGINTGTACTT 128
Yangmai 9 AGGCAGCGGATTTGTGAATGTTTTGTGCCGTGTTGTAGGGE@TGTAGCTT 148
Wenmai 6 AGGCAGCGGATTTGTGAATGTTTTGTGCCIGTGTTGTAGGGE@TGTAGCTT 149
Consensus aggcagcggatttgtgaatgttttgtgcc gtgttgtaggg tgta ctt

CI12633 TGCAGCTTCTAGTGTTGGTATGTACAGCTTGTATCTATCCGGTTGTAGCT, 178
Shanhongmai TGCAGCTTCTAGTGTTGGTATGTACAGCTTGTATCTATCCGGTTGTAGCT, 178
Yangmai 9 TGCAGCTTCTAGTGTTGGTATGTACAGCTTGTATCTATCCGGTTGTAGCT, 198
Wenmai 6 TGCAGCTTCTAGTGTTGGTATGTACAGCTTGTATCTATCCGGTTGTAGCT, 199
Consensus tgcagcttctagtgttggtatgtacagcttgtatctatccggttgtaget

CI12633 222
Shanhongmai 222
Yangmai 9 243
Wenmai 6 249
Consensus gtctgtatgtagt tttt gt atgcctg ttgctttggttc

CI12633 240
Shanhongmai 240
Yangmai 9 261
Wenmai 6 267

Consensus

tgacttaaggt g

Appendix D Alignment of 3' UTR sequences of TaRLCK1B in resistant wheat cvs.
CI12633 and Shanhongmai,and TaRLCK1A in susceptible cvs. Yangmai 9 and

Wenmai 6. The software DANMAN was used to perform the sequence alignment.



20 [
E 15 I
e
=10 ¢
0.5 -
0.0
Mock Mock
RNA-Seq RNA-Seq

Appendix E RNA-Seq data of RBOH and CATL1 transcription in the resistant RILs

than in susceptible RILs.



