-300 TTGGCAAATC AATAATAGCG GCAGACCTGT TTTCCAAGAG AAAACAGGTT
250 TTTTTATGTC TGTAATAACG CTTTGTCGAA CCTTCCAACA ATTAGAAGAA
200 TGATGCACAA AAGCAAATTA GTTCGATTAA AAAGTAGTGT ATAAGACCTT
-150 ATGCAAAACA ATACTTTTAT CACTTTATAT CCGGAAATTT GATAAAAAAA
-100 GAAACGAAAA ATAAAGAAAT AATACTATAT TCAAAAAAAT GTTATAAAAA
-50 TTTAATGTTT TTTATTGTAC TTTAAAAAAT ATCCGTTAAT ATAGTGCATA

[ transcription start site 35 -10
+1 TATGGATTAT ATAGTCATAT AATTTCTTTT ATTGTCATTT TTCTGCTTTT

l enC
+51 TTCTACTTTT TCTTATCCTC TTATTATGAG AACTGGAGGG AATCCGTTG

RBS
+101 GCGAACATAC TTATTCTTTA ACCCATGCCC AAAGGAGAGT GTGGTTTACC
+151 GAACTGCTGG AGCCAAATAC CAGCATTTGC AATCTCACAG CCTGTGTGAA

+201 ATTCAAAGGC AATATTGAGC TTGATACTCT GGAGGGAGCG CTGAATCATT

Appendix A Sequence in the region upstream of fenC in Bacillus subtilis strain NCD-2.



