
 

Appendix A    STRUCTURE estimation of the number of populations in the entire sweet potato 

germpalsm collection for K ranging from 1 to 20 by likelihood (Ln P(D)). 

 

 

Appendix  B    Principal coordinates analysis (PCoA) of ISSR genotypes of the sweet potato 



germplasm.  Symbols identify the accessions with different geographical sources. 

 

Appendix  C    Principal coordinates analysis (PCoA) of ISSR genotypes of the sweet potato 

germplasm.  Symbols identify the germplasm types with different flesh colors. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 











 
 

Appendix D    Sweet potato germplasm used in this study. 



Appendix E    ISSR primers used in this study. 


