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Appendix A

Heat shock protein 90 (HSP90) sequence of Bemisia tabaci Asial (Contigl77)
MPEDVNMEQAETFVFQAEIAQLMSLIVNTFYSNKEIFLRELISNSSDALDKIRYESLTDPSRLESGKELYIKIIPNKNDR
TLTIDTGIGMTKADLVNNLGTIAKSGTKAFMEALAAGADISMIGQFGVGFYSAFLVADTVTVVSKHNDDEQYVWE
SSAGGSFTIKSDHGEPLGRGTKIIMHMKEDMTEFLEERKIKDIVKKHSQFIGYPIKLLVEKERDKELSEDEEEEEVKKE
DKEEKEEDKDTPKIEDVEDEEEGKEKKKKKKTIKEKYTEDEELNKTKPIWTRNPDDITTEEYGEFYKSLTNDWEDHLA
VKHFSVEGQLEFKALLFVPRRAPFDLFENKKKKNNIKLYVRRVFIMDNCEDLIPEYLNFIKGVVDSEDLPLNISREMLQ
QNKILKVIRKNLVKKCLELFEELAEDKENFKKFYEQFSKNLKLGIHEDTQNRKKLADLLRYQTSATGDDVCSFKDYVA
RMKENQKHIYYITGESKDQVANSSFVERVKKRGFEVIYMTEPIDEYVVQQMKDYDGKNLVSVTKEGLELPEDEEEK
KKYEEDKVKFETLCKVMKDILDKKVEKVIVSNRLVESPCCIVTSQYGWTANMERIMKAQALRDSSTMGYMAAKKH
LEINPDHPVMDALRVKAEAEKNDKSVKDLVMLLFETALLSSGFALEDPQVHAGRIHRMIKLGLGIDEDEPVMVEEE

KPDTAMPAADGDAEDASRMEEVD



Partial B. tabaci ASIAL vitellogenin mRNA sequences used in this study

Appendix B

Vitellogenin 1 (VG1) Contig3763
ATTCCAGTAAGAGACTTCTCCTCTTCTGTGATCATGTGGACTCCCGCTTTATTGTGCCTGC
TGGTCGCAGCCGCCAATGCCCAATACGGGTGGAAAAATGGAAACCTCTACAAATACGAA
ATCAACGGACGCACCCTGACCGCCCTGAACCAAGTCGCCGACCAATACGCCGGAGTCTT
GTTCAGAGCCAACTTCTACGTCCAACCCTTCTCCAGTGACAGACTGTCTGCCTACATCCA
AAATGCCGAGACCGCTCAAGTTCACGCTGAGCTGCCAAGTGGATATGAATCTCACATCCC
CTCAAGCCAGTTGAACTACAAGAGTATGCCCCTCAGCCAAGAGCCATTCGAAATTTACCT
GAAGAAGGGAGTCGTCTCCAACCTTCGCGTCAACAAGAATGTCTCCGACTGGGAACTTA
ACATCATCAAGGCTGTTGTGAGCCAAATCCAAGTTGACACCCAAGGTCAAAACTTGAAG
AAATCCAGCCACAACCAACTCCCCAAGGAAAACAAGCCCTACGGTGTTTACAAGACCAT
GGAAGACTCCGTCACCGGTGAATGTGAAACTCTCTACGATGTCTCACCTCTGCCAGAAAT
CACCCTCCAAACCAAACCCTGGTTGGTTCCTTTCCCCAACTTCCGTGAAAACGGACAATT
CATCGACATCGTCAAGACCACCAACTACAGCAAATGTGAAGAACGTTCTGCTTACCACTT
TGGTATCACTGGTCTCACCAACTGGAAACCCGCCAGCAACCAAATGGGACAATTCCTCTC
CCGCTCCAACATCAACCGTGTCGTCATTTCTGGAAACGTGAAATACTACACCATCCAATC
CTCTGTTTCCACCAACAAAATCGTCATCAGTCCACAGATGTACGAATCACAGAAGGGAAT
GGTCATCAGTGTCATGAACATGACCCTGGCTTCCTTCCACCAAGCCAATGGATCTCCCCG
CAGCGTCAACAACTACCGCAAGGTCAACAACTTAGTCTACGACTACATGGCCGCTTCTCC
AAACGCATACGCTCAACACTACAACAACAACGGTGCTTCCAGCAGCTCCTCCAGCTCCA
GCTCTGACTCTTCCAGCTCTAGCTCCAGCTCCAGCAGCAGCTCTTCCTCTTCCAGCTCCAG
CAGCAGCTCCTCCAGCTCCGAAGAAGAATACTACCGCAACAAGAACTACAACAACAAGC
ACAACAACAATGCCAACAACAACGACAACAACAACAAGCACAACAACAACAACAACGA
CAACAACAACAAGAATGAAAACAACCACCACAACGGAGATGCCAACGCCTCTCGCAACC
GTTCCCGCAGAGACTTATCTCAATACAACAATGGAAACAACAACAACAACGGAAACAAC

GACAATGACGCCGAATACGAAAAGCGCAACAACGGCCACAACGGCCACAATGGAAACA



ACGGACACAACGGACACAACGGAAACAACGGCCACAACGGACACAACGGCCACAACGG

AAAGAACGTCGACAGTAGCTCCAGCTCCAGCAGCTCCGAGGAAAACGACCGTTACAACA

ACGGCAAATTCGCCAGCTTTGCCCGCCACCACGGATCTGGATCCTCCTCCTCCAGCAGCT

CCTCTGACTCCTCCGACTCTTCCAGCTCCTCCAGCTCCTCCAGCTCTTCCAGCTCCTCCAG

CTCCTCCAGCTCCTCCAGCTCCTCTGACTCTAGCTCCTCTGACGACAACAGCTCTTACGGA

TCCTCTGTCGCCAGCAGCGAAGAAGAACACCAACCCTTCCCCAAGCTTTACCAAGCCCCA

CGTACCCCATTCCTTCCCTTCTTCGTCGGATACTACGGAAACAACATCCAATCCGCTAAC

AATGTCAACAGCGTCTCTCTTGCCCGCAAGTTCGCCCAAGAAATCGCCGAAGACATGCGC

AGCCCAAGCGACATCCCCGCCAAGGGAACCCTGTCCAAATTCACCCTGTTGACCAGAGT

CATCAGAACCATGGATGCCAAGCAAATCGAACAAGTCGCCCGTGAAATCTACTTCAACT

CCAACAAGGCCTCAAGCTACAGCCAAGAGGACAACAAGAAGACCTACGCCTGGAAGGC

TTTCCGTGATGCTCTCGTTGAAGCCGGAACTGGACCCGCCTTTGTTGCCATCGTCAACTTC

ATCGAACGCAAGGAAATCACCCCATACGAAGCCTCCTTCATGATCAACCGTCTCCCCACT

GTTGCTCGTGAACCAACTCCCGAATACATGAACTACTTCTTCAAATTCGCCACCAACGAC

TACGTCAGAAACGCCAACTACCTTAACGAATCTGCCCTCCTCTCCTTCGCCGACTTGATG

CGCAATGTTGCCGTCGACCGCAAGAGCGCCCACAACTACTACCCCGTCCACAGCTTCGGA

TTCTTCTTCGACCAACACTCCAAGGCCGTTTCTCGCAAGTACATCCCATACTTCGAGCAA

GCTTTGAAGAAAGCCGTCGCTCAAGGTGACAGCCGCAAGATCCAAGTCTACACCCGTGC

CCTCGGAAACTTCGCTCACCCACAAATCCTCAGCGTCTTCGAACCCTACTTCGAAGGAAA

GGTCCCAATCTCCACCTACCAACGCACCTACATGGTCTTCGCTCTTAACGAACTCGCTCG

CGTTTACCCCAACCTTGCCCGCTCCGTCCTCTTCAAGATCTACCAGAACACCCAAGAAAA

CCAAGAAGTCCGTGTTGCCGCTGTCTACTTGATCTTCGCCACAAACCCATCTGCCCAAAC

CCTCCAACGTATGGCTCAATTCACCTACGAAGACCAAGACCAACAAGTCAACGCTGCTGT

CTCCTCTGCCATCCGCAACGCCGCTAAGAAAGCCGCTGGAATCCGCGAAGAACTCGCTG

AAGCCGCCCAATCCGCCGTCGATCTTCTTAACCCCAAGACCTACGGACTCCAATTCTCCA

AGACTTGGCTCCGTGACTTCATCGTCAAGGAAGAAAACCTCGCCTACAGTTACTACGCCG

ACACCATCCAAAGTGACGACTCTCTCTTCCCCAACCAATACTACGCTTCCTTCTTCCGTCA

CTTCGGAGGATTCAACCAACGCGCTGCTTCCTTCCACGCTTTCGCCTCCAGTGCTAGCGA



CTTGTACGACAGAGTTGCTGACTCCTTCTACTTCGCCGAACAATACCAAGACAAGTCCTT
CGAGAAATTCTCCAAGTACTCTGCCGAAGAAATCTTCAAGAACTTCAACTTCAAGGCTGA
CTACCCCAAGGAATTGGAAGCTTACTTCCAATACTACTTCTTAGGATCCAAGCAATACTC
CTTCATCAACGAAGAAATCTTCAACCAAATCCCCAGAGATTTGGAAAGTGCTCTTAACAA
GGCTGCCAACGGATACTCCTTCAACAACACCAAGTTCTACAACGACTTCGCTCTTACCAT
TGGATTCCCAACCGCCACCGGTCTTCCCTTCTCTTACACCATCAAGCTCCCAACTCTCCTC
AACTTCGGAGGTGAAATTAAGGCTAAAGTCCAAGGATTCAAGGCTGACAACAACAAGTT
CCGCATCCCTGAAGCTGTCAATGTCACCGCTGCCATTGATGTCACTTACTCCACCAAGTT
GGAAACCAAGATCGGATTCGTTACTCCATTCGACCACCAACGCTACGTTGCCGGAGTTGA
CAAGAACATCAACCTCAACCTCCCCCTTAAGTTCAACGTCAACCTCGATGTTTACAACAC
CAAGGCTGAAATCATCGTCAAGCCATTGAACAACCAACACGAACAAAGAGTCTTCCACT
ACAGCTCCTACCCCTACACCGCTTTCTACAGCATCTTCGACTTCGCTCCTGTCCAATTCAA
CAAGAACATGAAGAAGATCCAAACCAACAACCACAAGAACGAATACAACCAAGCCTTT
GGAGATGAGAAATTCGGACTCAACTTCCGTGCCAACTACAAGGGAGACTACCAATACTT
CGATTTCGCTACTTTCTACAACTACTTCCAACGCAACGACCTCGTCACCTTCTTCTTCTAC
CCATGGGCTGAACAAGAAATCAAGCAAAACGACTTCAACTTCTACTTCAACCCATCTGCC
TCTGCCAACAAGGCCGCCAAATTCACCTTCAACTACGCCTCCAAATACGCCGCTAAGGAA
CAAGCCGACCACGAGAGCAGAAACGCCAACACCAACGATGCCGTCACCTCCAACAACAA
GCCCGACAGCGAAGAAAGATTGAACGAATTCGTCCGCAAATCCTACGCCGGAATCAACA
GTGCCTTCGTCAACGCCTTCGACTTCTCTGCCCAATTCCTTGGACAAAAGGAAGCCGACT
ACGTTTGCACCTTTGCCTTCGCCCGCAGCCCAGTTGCTGAGAAATCTCGTTTCCTTTTCTA
CGGACACTACAACACTGCCAACAACAAGAAACAACAGTGCGCTTTCCACGCCTCCGCTG
AAATGCCCAATGTTCCATTGACCAACCCTGCTGCCGCCATGAAGGCTGAGCCAGCATCCA
AGATCTACGCTAACTTCAAGTTCGGAGAATCTTTCGAAAATGCCGCCAAGGTTCACTTCA
ACGCTAACTTGAAGCAGAGCTCTGAACGCCGTCAATTCCTCCGCAACAACGCCCTTTACA
AGCAATGCGAATCCGAAATGGAACGTGGACAATACTTCCTCCCTGCTTGCCGTAACTTCA
CCGTTGCTGACAACAGAATGAACGAATACTACTACAACTTCAACTTCCAAAACATCCCTG

AATACTTCAAGAACTACACCTACCAAGCCTTCGCTTTCGCCCGTCACATGGATACCAATA



CCAAAGTGAAACGTCGTCAACCCACACTACAAACCCAACGAAATTGAAGGATTCTTCAA
GTTCTCCCCCAGCTTCAGATACGCCAACTTCTCTTTCGCCTCTCCCGCCTTATCCGCTGCC
TTCGACAATGTCCCCGTAAACCCATACTTCGCCGCCATCTTCGCTCCCCACCCAACTTACA
CCGCCTTCGACTTCCTCATGCAAGAAACTTTCAGATCCAAATACCAAGCTGCCTGTGTCG
CTGACAAGGGATTCGCCACCACTTTTGACAACAGAACTTTCCCCGCTCACTTCCAAAACA
ACTGGTACGTCCTCATGGCCTACATGAACAGAAACAACTACTACAACAACAACTTCAAC
CAATACCTCCAACAAAACAAGAACCAACACAGCTACAGAGACTACAACGAGAAGAGAT
TCTACTCCGCTGTCCTCGCCAGAGACAACAGCCACGGCCAAAAGGAATTGAAGGTTGTC
CTGAACAACGGTGAGTACGAATTCAACTTCGAACCCGCTTCCCAAAACGCTGGATTCTCT
AACTCCTTCTCCGCTAGCAACCCCGCCGCCAAGGTCCAATTCAACAAGGAAGAACAACA
CGTTCAATACAAGTACATGAACGACTTCTTCGACAAGAACGGAAAGATCTTCGCCCAATT
CTACGCTCTTCCCGATGGAACCATCCGCTTCTTCGCCCCTCAAGCTGGTCTTGAATTCTTC
TACGATGGTGCTCGCGTCAAATTCCAAGCCGCCAGCCAATACCGTGGTGCCGTCCGTGGT
ATCTGTGGAACCTACTCCAACCAATACGCCGATGACTTCACCAGCCCCAAGAACTGCGTC
ATGAGAAACCCAGAATACTTCACCGCCGCCTACGCCTTCATCGACTCCTCCTCCCCCGCC
CAACTTAAGGCCCAACGCGACCAAGCTGAACAGAGCTCCTGCGCCTACAAGACCTACTT
GGCCGGAAACTACGTCAGCCGCAACGAAGGACAAAACGGAAACAAGTACTACAAGTAC
AACAACAACGACAAGTACTACGAATCCGCCTACAAGAACTCCAAATACTACGATGCCGC
CAGATACAACCACCAATACAACCCATACTACCAGAACAAGAAGTACGCCCGTAACGAAG
ATGCTTCCTACTCCAGCAGCAGCAGCTCCTCTTCCTCCAGCTCTGACAGTTCCTCCTCTTC
TTCTTCCATGGACAACTCCTACTACTACAACAACAACGGTAACAACAACGACAGCAACA
ACCGTAACAACAACCGCAACAAGAACCGCAACGGATCCTCCAGCAGTTCCTCCAGCAGC
AGCTCCTCCTCCAGCCCAAGCATGGAGAGCTACGAACAGAGAAACCAAAACGGACCATC
CATCCACAAGCTTTACCGCTCCATGAACGAAGGAGACAAGACCTGCTTCTCCGTCAACTC
CATCCAACTTGCAGATACCATACAAGCCCAAGGTGGAGCCAACAAAGAGATTGACTTCT
ACTGTGTCCCAGAAACAGCGAAGAAGCTCAATACTTCGAGAAGCTCATGAAGAAGGGAG
TTAACCCCAGCCAACTTTCTTCCAAGAAAGCCAACAACCAATTCAAGGTCAACATCCCTG

AATACTGTGTTGCTTAAAAATTTACTTCTTAAGTAAAACGTATGTGTTAACAAGTGTTCC



ACTGTAGTTTAGTATTCTGTATTAACAGAGGACCGCGGGTATATTCTCACGATTGAACTT

GTGTTCCTCTGCACGAAAAAAAAAAAATAA

Appendix C

Vitellogenin 2 (VG2) Contig3756
AACAACAACAACCGCAACAACAACCGCAACAACAACCGCAACAACAACAACAACCGCA
ACAACAACAACAACAGCAGCAGCCAAGAAGCCAGTTACGAACAGAGAAACCAAAACGG
ACCCTCTATCCGCAAACTGTACCGTGCCATCAACCAAGGAGACGACATGTGCTTCACCAT
CAACGCTATCCCAACTTGCAGATACCCAGCCAAGCCCGTTGGAAGCGCCAAGAAAATGG
TTGACTTCTACTGTGCTCCCAAATCCAGCTCTGAAGCTCAACACTTCAGCAAATTGATTG
CCAAGGGTGCTGCTCCCAGCCAATTGTCTCTCAAGAAACCAAACCAAAAGTTCGAAGTG
AACATTCCCGAATACTGTGTTGCCTAAGCAAACATACAATGTCTTTAAATTGTACTTAAA

TTAGTTTTTTAGTATTAATAAATATTGCAA

Appendix D

Vitellogenin 3 (VG3) Contig3793
GCTGAAATCATCGTCAAGCCATTGAACAACCAACACGAACAAAGAGTCTTCCACTACAG
CTCCTACCCCTACACCGCTTTCTACAGCATCTTCGACTTCGCTCCTGTCCAATTCAACAAG
AACATGAAGAAGATCCAAACCAACAACCACAAGAACGAATACAACCAAGCCTTTGGAG
ATGAGAAATTCGGACTCAACTTCCGTGCCAACTACAAGGGAGACTACCAATACTTCGATT
TCGCTACTTTCTACAACTACTTCCAACGCAACGACCTCGTCACCTTCTTCTTCTACCCATG
GGCTGAACAAGAAATCAAGCAAAACGACTTCAACTTCTACTTCAACCCATCTGCCTCTGC
CAACAAGGCCGCCAAATTCACCTTCAACTACGCCTCCAAATACGCCGCTAAGGAACAAG
CCGACCACGAGAGCAGAAACGCCAACACCAACGATGCCGTCACCTCCAACAACAAGCCC
GACAGTGAAGAAAGATTGAACGAATTCGTCCGCAAATCCTACGCCGGAATCAACAGTGC
CTTCGTCAACGCCTTCGACTTCTCTGCCCAATTCCTTGGACAAAGGAAGCCGACTACGTT
TGCACCTTTGCCTTCGCCCGCAGCCCAGTTGCTGAGAAATCTCGTTCCTTTTCTACGGACA

CTACAACACTGCCAACAACAAGAAACAACAGTGCGCTTTCCACGCCTCCGCTGAAATGC



CCAATGTTCCATTGACCAACCCTGCTGCCGCCATGAAGGCTGAGCCAGCATCCAAGATCT
ACGCTAACTTCAAGTTCGGAGAATCTTTCGAAAATGCCGCCAAGGTTCACTTCAACGCTA
ACTTGAAGCAGAGCTCTGAACGCCGTCAATTCCTCCGCAACAACGCCCTTTACAAGCAAT
GCGAATCCGAAATGGAACGTGGACAATACTTCCTCCCTGCTTGCCGTAACTTCACCGTTG
CTGACAACAGAATGAACGAATACTACTACAACTTCAACTTCCAAAACATCCCTGAATACT
TCAAGAACTACACCTACCAAGCCTTCGCTTTCGCCCGTCACATGGGATACCAATACCAAA
GTGAAAACGTCGTCAACCCACACTACAAACCCAACGAAATTGAAGGATTCTTCAAGTTCT
CCCCCAGCTTCAGATACGCCAACTTCTCTTTCGCCTCTCCCGCCTTATCTGCTGCCTTCGA
CAATGTCCCCGTAAACCCATACTTCGCCGCCATCTTCGCTCCCCACCCAACTTACACCGC
CTTCGACTTCCTCATGCAAGAAACTTTCAGATCCAAATACCAAGCTGCCTGTGTCGCTGA
CAAGGGATTCGCCACCACTTTTGACAACAGAACTTTCCCCGCTCACTTCCAAAACAACTG
GTACGTCCTCATGGCCTACATGAACAGAAACAACTACTACAACAACAACTTCAACCAAT
ACCTCCAACAAAACAAGAACCAACACAGCTACAGAGACTACAACGAGAAGAGATTCTAC
TCCGCTGTCCTCGCCAGAGACAACAGCCACGGCCAAAAGGAATTGAAGGTTGTCCTGAA
CAACGGTGAGTACGAATTCAACTTCGAACCCGCTTCCCAAAACGCTGGATTCTCTAACTC
CTTCTCCGCTAGCAACCCCGCCGCCAAGGTCCAATTCAACAAGGAAGAACAACACGTTC
AATACAAGTACATGAACGACTTCTTCGACAAGAACGGAAAGATCTTCGCCCAATTCTAC
GCTCTTCCCGATGGAACCATCCGCTTCTTCGCCCCTCAAGCTGGTCTTGAATTCTTCTACG
ATGGTGCTCGCGTCAAATTCCAAGCCGCCAGCCAGTACCGTGGTGCCGTCCGTGGTATCT
GTGGAACCTACTCCAACCAATACGCCGATGACTTCACCAGCCCCAAGAACTGCGTCATG
AGAAACCCAGAATACTTCACCGCCGCCTACGCCTTCATCGACTCCTCCTCCCCCGCCGAA
CTCAAGTCCCAACGCGACCATGCTGAACAGGGTTCCTGCGCCTACAAAACCTACCTCGCT
GGCAACTACGTCAGCCGCAATGAAGGCTCCAACGGATACAAGTACTACAAGTACAACAA
CTCTGACAAATACTACGAATCTGCCTACAAGAACTCCAAGTACTACGATGCATCTAGATA
CAACTACCAATACAACCCATACTACCAAAGCCAGAAAAAATACGCTCGCAACGAGGACA
ACTCCTACTCCAGCAGCAGCTCTTCCTCCTCCAGCTCTGACAGTTCCTCTTCCTCATCCTC
CATGGACGCCTCCTACTACAACAGCTACGAACAGAAAAACCAAAATGGACCTTCCATCC

ACAAGCTTTACCGTGTGATGAACGAAGGAGAGAAAACTTGCTTCTCTATTAACGCTATCC



CTACTTGCAGATATCCATACAAGCCCCAAGGTGGAGCTTACAAGGAGATCGACTTTTACT
GTGTCTCAAGAAATTCTGAGGAAGCTCGCCACTACGAGAAGCTCATCAAGAAGGGAGCT
AGTCCCAGTCAACTTTCTACCAAGAAATCCAATGGTAAATTCAAGGTTAACATCCCTGAA

TACTGTGTAGCTTAAGTTTTAATTGTTAAGTAAATGTATATATGTATTAATTACACTGTAG

TTTAGTTATATTCCGTTTTAGCAGAGACTGGATTTTCAATTTTGAAATTAAATCTGTGTCC

CCTGCATATAAAAAAATTGAATAAACTCATTTCTAG
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3916 CCTCTCCAATTCAACAACAACATCAAGAAGATCCAAACCAACAACCACAAGAACGAATACAA_G-G- 4002
L A C 25
26 T 112
4090 C C 4176
113 T A 199
4177 4263
200 286
4264 | 4350
287 T 373
4351 4437
374 460
4438 T 4524
461 C 547
4525 GAA 4611
548 GAG 634
4612 4698
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4786 u 4872
809 C 895
4873 - 7| - C 4957
896 G C A A 982
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5393 u T 5479
1418 C| C| 1504
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1505 C 1591
5567 C 5653
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1679 1765
5741 cfEc u 5827
1766 THET C 1852
5828 Al 5914
1853 T 1939
5915 A ARG 6001
1940 G CAG 2026
6002 ul ul CTET, TECET 6088
2027 C d TICC cTec 2113
6089 G 6175
2114 A 2200
6176 - - 6260
2201 AA 2287
6261 6347
2288 2374
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2375 2461
6435 6521
2462 2548
6522 | Al d ATA 6608
2549 T C A TET 2635
6609 C TAA --- 6648
2636 T AATTAATGAAGTATTAATAAATTAATTTCAAGCAATTAAAAAAAAAAAAA 2722

2810 GGAGCCGAATTAAAATTCACGGGCCGCCTTTTTACA 2845

Appendix E Sequence alignment of the B. tabaci Asia 1 VG1 (contig3763) with the published VG-
like contig sequence BT-TYLCV004-B07 by Leshkowitz et al. (2006).



BT-TYLCV-043-1-D2-T3_D02_B_tabaci_biotypeB/1-1894 1281 ACAACAACCGCAACAACAACAACCGCAACAACAACAACAACAACAACCGCAACAACAACAACAACCGCAACAACAGCAAC 1360
ASIAI_UoG_Contig3756_8_tabaci/1-444 AACAACAACAACCGCAACAAC------ 21
QRT-PCR_product_VG2/1-82

BT-TYLCV-043-1-D2-T3_DO02_B. tabaci_biotypeB/1-1894 1361 AACAACAAACCGCAACAACAACCGCAACAACAACCGCAACAACAGCAACAACAACAACAGCAGCAGCCAAGAAGCCAGTT 1440
ASIAI_UoG_Contig3756_8_tabaci/1-444 22 ------- AACCGCAACAACAACCGCAACAACAACAACAACCGCAACAACAACAACAACAGCAGCAGCCAAGAAGCCAGTT 94
QRT-PCR_product VG2/1-82 e e e o

BT-TYLCV-043-1-D2-T3_D02_B_tabaci_biotypeB/1-1894 1441 ACGAACAGAGAAACCAAAACGGACCCTCTATCCGCAAACTGTACCGTGCCATCAACCAAGGAGACGACATGTGCTTCACC 1520

ASIAI_UoG_Contig3756_8_tabaci/1-444 95 ACGAACAGAGAAACCAAAACGGACCCTCTATCCGCAAACTGTACCGTGCCATCAACCAAGGAGACGACATGTGCTTCACC 174
QRT-PCR_product VG2/1-82 ~  mmmmmmmmmmmmmmmmmmmmmmmmmmm e e mmmmmmm e e e m e m o m e m e e

BT-TYLCV-043-1-D2-T3_D02_B_tabaci_biotypeB/1-1894 1521 ATCAACGCTATCCC 1600
ASIAI_UoG_Contig3756_B_tabaci/1-444 175 ATCAACGCTATCCC 254

QRT-PCR_product_VG2/1-82 1 66
BT-TYLCV-043-1-D2-T3_D02_B_tabaci_biotypeB/1-1894 1601 CAAATCCAGETCTGAAGCTCAACACTTCAGCAAATTGATTGCCAAGGGTGCTGCTCCCAGCCAATTGTCTCTCAAGAAAC 1680
ASIA1_UoG_Contig3756_B_tabaci/1-444 255 CAAATCCAGCTCTGAAGCTCAACACTTCAGCAAATTGATTGCCAAGGGTGCTGCTCCCAGCCAATTGTCTCTCAAGAAAC 334
QRT-PCR_product_VG2/1-82 67 CAAATCCAGCT CTGAA -~~~ — =~ = =~ =~ o o oo 82
BT-TYLCV-043-1-D2-T3_D02_B_tabaci_biotypeB/1-1894 1681 CAAACCAAAAGTTCGAAGTGAACATTCCCGAATACTGTGTTGCCTAAGCAAACATACAATGTCTTTAGATTGTACTTAAA 1760
ASIAI_UoG_Contig3756_B_tabaci/1-444 335 CAAACCAAAAGTTCGAAGTGAACATTCCCGAATACTGTGTTGCCTAAGCAAACATACAATGTCTTTAAATTGTACTTAAA 414

QRT-PCR_product VG2/1-82 e e e e e

BT-TYLCV-043-1-D2-T3_D02_B_tabaci_biotypeB/1-1894 1761 TTAGTTTTTAGTTATTAATAAATATTGCAAGCATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 1840

ASIAI_UoG_Contig3756_8_tabaci/1-444 415 TTAGTTTTTTAGTATTAATAAATATTGCAA - - -- 444
QRT-PCR_product_VG2/1-82 I
BT-TYLCV-043-1-D2-T3_D02_B._tabaci_biotypeB/1-1894 1841 AAAAAAAAAAAAAAAAAAAAAAACCTCGGGGGGGGGCCGGGAACCCATTTCCCC 1894

ASIAI_UoG_Contig3756_B._tabaci/1-444
QRT-PCR_product_VG2/1-82

Appendix F Sequence alignment of the B. tabaci Asia 1 VG2 (contig3756) with the published VG-like
contig sequence BT-TYLCV-043-1-D2-T3-D02 by Leshkowitz et al. (2006). Also shown is the sequence
identity of the PCR product (QRT-PCR_product_VG2) amplified using the VG2-specific PCR primers,

and its alignment with the corresponding target region in the Asia 1 and B-biotype contig sequences.
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BT-TYLCV-030-1-C9-T3_C09_B_tabaci_biotypeB/1-1937
ASIAI_UoG_Contig3793_B_tabaci/1-3198
QRT-PCR_product_VG3/1-74

BT-TYLCV-030-1-C9-T3_C09_B_tabaci_biotypeB/1-1937
ASIA1_UoG_Contig3793_B_tabaci/1-3198
QRT-PCR_product_VG3/1-74

BT-TYLCV-030-1-C9-T3_C09_B_tabaci_biotypeB/1-1937
ASIA1_UoG_Contig3793_B_tabaci/1-3198
QRT-PCR_product_VG3/1-74

BT-TYLCV-030-1-C9-T3_C09_B_tabaci_biotypeB/1-1937
ASIAI_UoG_Contig3793_B_tabaci/1-3198
QRT-PCR_product_VG3/1-74

BT-TYLCV-030-1-C9-T3_C09_B_tabaci_biotypeB/1-1937
ASIAI_UoG_Contig3793_B_tabaci/1-3198
QRT-PCR_product_VG3/1-74

BT-TYLCV-030-1-C9-T3_C09_B_tabaci_biotypeB/1-1937
ASIA1_UoG_Contig3793_B_tabaci/1-3198
QRT-PCR_product_VG3/1-74

BT-TYLCV-030-1-C9-T3_C09_B_tabaci_biotypeB/1-1937
ASIA1_UoG_Contig3793_B_tabaci/1-3198
QRT-PCR_product_VG3/1-74

BT-TYLCV-030-1-C9-T3_C09_B_tabaci_biotypeB/1-1937
ASIAI_UoG_Contig3793_B_tabaci/1-3198
QRT-PCR_product_VG3/1-74

BT-TYLCV-030-1-C9-T3_C09_B_tabaci_biotypeB/1-1937
ASIA1_UoG_Contig3793_B_tabaci/1-3198
QRT-PCR_product_VG3/1-74

BT-TYLCV-030-1-C9-T3_C09_B_tabaci_biotypeB/1-1937
ASIA1_UoG_Contig3793_B_tabaci/1-3198
QRT-PCR_product_VG3/1-74

BT-TYLCV-030-1-C9-T3_C09_B_tabaci_biotypeB/1-1937
ASIAI_UoG_Contig3793_B_tabaci/1-3198
QRT-PCR_product_VG3/1-74

BT-TYLCV-030-1-C9-T3_C09_B_tabaci_biotypeB/1-1937
ASIAI_UoG_Contig3793_B_tabaci/1-3198
QRT-PCR_product_VG3/1-74

BT-TYLCV-030-1-C9-T3_C09_B_tabaci_biotypeB/1-1937
ASIA1_UoG_Contig3793_B_tabaci/1-3198
QRT-PCR_product_VG3/1-74

BT-TYLCV-030-1-C9-T3_C09_B_tabaci_biotypeB/1-1937
ASIA1_UoG_Contig3793_B_tabaci/1-3198
QRT-PCR_product_VG3/1-74

BT-TYLCV-030-1-C9-T3_C09_B_tabaci_biotypeB/1-1937
ASIAI_UoG_Contig3793_B_tabaci/1-3198
QRT-PCR_product_VG3/1-74

BT-TYLCV-030-1-C9-T3_C09_B_tabaci_biotypeB/1-1937
ASIA1_UoG_Contig3793_B_tabaci/1-3198
QRT-PCR_product_VG3/1-74

BT-TYLCV-030-1-C9-T3_C09_B_tabaci_biotypeB/1-1937
ASIAI_UoG_Contig3793_B._tabaci/1-3198
QRT-PCR_product_VG3/1-74

BT-TYLCV-030-1-C9-T3_C09_B_tabaci_biotypeB/1-1937
ASIA1_UoG_Contig3793_B_tabaci/1-3198
QRT-PCR_product_VG3/1-74

BT-TYLCV-030-1-C9-T3_C09_B_tabaci_biotypeB/1-1937
ASIAI_UoG_Contig3793_B_tabaci/1-3198
QRT-PCR_product_VG3/1-74

BT-TYLCV-030-1-C9-T3_C09_B_tabaci_biotypeB/1-1937
ASIA1_UoG_Contig3793_B_tabaci/1-3198
QRT-PCR_product_VG3/1-74

BT-TYLCV-030-1-C9-T3_C09_B_tabaci_biotypeB/1-1937
ASIA1_UoG_Contig3793_B_tabaci/1-3198
QRT-PCR_product_VG3/1-74

BT-TYLCV-030-1-C9-T3_C09_B_tabaci_biotypeB/1-1937
ASIAI_UoG_Contig3793_B_tabaci/1-3198
QRT-PCR_product_VG3/1-74

BT-TYLCV-030-1-C9-T3_C09_B_tabaci_biotypeB/1-1937
ASIAI_UoG_Contig3793_B_tabaci/1-3198
QRT-PCR_product_VG3/1-74

BT-TYLCV-030-1-C9-T3_C09_B_tabaci_biotypeB/1-1937
ASIA1_UoG_Contig3793_B_tabaci/1-3198
QRT-PCR_product_VG3/1-74

BT-TYLCV-030-1-C9-T3_C09_B_tabaci_biotypeB/1-1937
ASIA1_UoG_Contig3793_B_tabaci/1-3198
QRT-PCR_product_VG3/1-74

BT-TYLCV-030-1-C9-T3_C09_B_tabaci_biotypeB/1-1937
ASIAI_UoG_Contig3793_B_tabaci/1-3198
QRT-PCR_product_VG3/1-74

171
1502

250
1581

329
1660

408
1739

487
1818

566
1897

645
1976

724
2055

803
2134

882
2213

961
2292

1040
2371

1119
2450

1198
2529

1277
2608

1356
2687

1435
2766

1514
2845

1593
2924
43

1672
3003

1751
3082

1830
3159

1909

——————————————————————————————————————————————————————————————————— GTCAATACATGC
GGAGAATCTTTCGAAAATGCCGCCAAGGTTCACTTCAACGCTAACTTGAAGCAGAGCTCTGAACGCCGTCAATTCCTCC

GCGACAACGACCTGTACAAACAATGTGAATCTGAGATGCAACGCGGACAACACTTCCTCAATGCCTGCCGTAACTTCAC
GCAACAACGCCCTTTACAAGCAATGCGAATCCGAAATGGAACGTGGACAATACTTCCTCCCTGCTTGCCGTAACTTCAC

CGTCGCTGACAACAGACTGAACGAATACTACTACAACTTCAACTTCCAGAACGTTCCTGAATACTTCAAGAACTACACC
CGTTGCTGACAACAGAATGAACGAATACTACTACAACTTCAACTTCCAAAACATCCCTGAATACTTCAAGAACTACACC

TACAAAGCCTTCTCTATCGCCCGTCATCTTGGATACCAATACCAAAGCGAGAATTTCGTCAACCCTCATTACAAACCAA
TACCAAGCCTTCGCTTTCGCCCGTCACATGGGATACCAATACCAAAGTGAAAACGTCGTCAACCCACACTACAAACCCA

ACGAAATCGAAGGAGTTTTCAAGTTCTCACCAAGCTTCAGATACGCTAACTTCTCATTCTACTCTCCCGCTTTCTCCGC
ACGAAATTGAAGGATTCTTCAAGTTCTCCCCCAGCTTCAGATACGCCAACTTCTCTTTCGCCTCTCCCGCCTTATCTGC

CGTCTTTGACAATGTCCCCGTCAACCAATACTTCTCCGCTATCTTCGCCCCCCACCCAACTTACTCCGCCTTCGACTTC
TGCCTTCGACAATGTCCCCGTAAACCCATACTTCGCCGCCATCTTCGCTCCCCACCCAACTTACACCGCCTTCGACTTC

CTGATGCAAGAGACCTTCCGATCAAGATACCAAGCTGCTTGTGTTGCTGACAAGGGATTTGCCACCACCTTTGACAACA
CTCATGCAAGAAACTTTCAGATCCAAATACCAAGCTGCCTGTGTCGCTGACAAGGGATTCGCCACCACTTTTGACAACA

GAACTTTCCCAGCTCACTTCCAAAACAACTGGTACGTCCTCATGGCCTACGTTAACAGAAACAACTACTACAATAACAA
GAACTTTCCCCGCTCACTTCCAAAACAACTGGTACGTCCTCATGGCCTACATGAACAGAAACAACTACTACAACAACAA

CTTCAACGGGTACTTTCAACAAAACAAAAACCAGCACAGCTACAGAGACTACAACGAAAAGAGATTCTACTCCGCTGTG
CTTCAACCAATACCTCCAACAAAACAAGAACCAACACAGCTACAGAGACTACAACGAGAAGAGATTCTACTCCGCTGTC

CTCGCCAGAGAAAACAGCCACGGCCAAAAGGAATTGAAAGTTGTCCTCAACAATGGTGAATACGAATTCAATTTCGAAC
CTCGCCAGAGACAACAGCCACGGCCAAAAGGAATTGAAGGTTGTCCTGAACAACGGTGAGTACGAATTCAACTTCGAAC

CCGCCTCCCAGAACGCTGGATTCTCTAACTCCTTCTCCGCCAGCAACCCTTCTGCCAAGATCCAATTCAACAAGGAATA
CCGCTTCCCAAAACGCTGGATTCTCTAACTCCTTCTCCGCTAGCAACCCCGCCGCCAAGGTCCAATTCAACAAGGAAGA

CCAACACGTTCAGTACAAGTACATGAACGACTTCTTCGACGAGAATGGAAAGATCTTCGCCCAATTCTACGCTCTTCCT
ACAACACGTTCAATACAAGTACATGAACGACTTCTTCGACAAGAACGGAAAGATCTTCGCCCAATTCTACGCTCTTCCC

GACGGAGCCATCCGCTTCTTCGCTCCTCAAGCTGGACTTGAGTTTTTCTACGATGGTGCCCGCGTTAAATTCCAAGCCG
GATGGAACCATCCGCTTCTTCGCCCCTCAAGCTGGTCTTGAATTCTTCTACGATGGTGCTCGCGTCAAATTCCAAGCCG

CTAGCCAATACCGTGGTGCCGTCCGTGGTATCTGTGGAACTTACTCCAACCAATACGCCGATGACTTCACCAGCCCCAA
CCAGCCAGTACCGTGGTGCCGTCCGTGGTATCTGTGGAACCTACTCCAACCAATACGCCGATGACTTCACCAGCCCCAA

GAACTGCATCATGAGCAACCCCCAGTACTTCACTGCCGCCTACGCTTTCATCGACTCTTCCTCCCCTGCCGAACTCAAA
GAACTGCGTCATGAGAAACCCAGAATACTTCACCGCCGCCTACGCCTTCATCGACTCCTCCTCCCCCGCCGAACTCAAG

TCCCAGCGCGACCACGCTGAACAGGGTTCCTGCGCCTACAAGACCTACCTCGCTGGCAACTACGTCAGCCGCAATGAAG
TCCCAACGCGACCATGCTGAACAGGGTTCCTGCGCCTACAAAACCTACCTCGCTGGCAACTACGTCAGCCGCAATGAAG

GCTCCAACGGATACAAGTACTACAAATACAACAACTCTGACAAATACTACGAATCTGCCTACAAGAACTCCAAGTACTA
GCTCCAACGGATACAAGTACTACAAGTACAACAACTCTGACAAATACTACGAATCTGCCTACAAGAACTCCAAGTACTA

CGATGCATCCAGATACAACTACCAATACAACCCATACTACCAAAGCCAGAAAAAATACGCCCGCAACGAGGACAACTCC
CGATGCATCTAGATACAACTACCAATACAACCCATACTACCAAAGCCAGAAAAAATACGCTCGCAACGAGGACAACTCC

TACTCCAGCAGCAGCTCTTCCTCCTCCAGCTCTGACAGTTCCTCTTCCTCATCCTCCATGGACGCCTCCTACTACAACA
TACTCCAGCAGCAGCTCTTCCTCCTCCAGCTCTGACAGTTCCTCTTCCTCATCCTCCATGGACGCCTCCTACTACAACA

GCTACGAACAGAGAAACCAAAACGGACCTTCCATCCACAAGCTTTACCGTGTGATGAACGAAGGAGAGAAAACTTGCTT
GCTACGAACAGAAAAACCAAAATGGACCTTCCATCCACAAGCTTTACCGTGTGATGAACGAAGGAGAGAAAACTTGCTT

CTCTGTCAATGCTATCCCTACTTGCAGATATCCATACAAGCCCCAAGGTGGAGCTTACAAGGAGATTGACTTCTACTGT
CTCTATTAACGCTATCCCTACTTGCAGATATCCATACAAGCCCCAAGGTGGAGCTTACAAGGAGATIJGACTTIITACTGT
7777777777777777777777777777777777777 AAGCCCCAAGGTGGAGCTTACAAGGAGATTGACTTCTACTGT
GTCTCAAGAAATTCTGAGGAAGCTCGCCACTACGAGAAGCTCATCAAGAAGGGAGCTAGCCCCAGCCAACTTTCTACCA
GTCTCAAGAAATTCTGAGGAAGCTCGCCACTACGAGAAGCTCATCAAGAAGGGAGCTAGTCCCAGTCAACTTTCTACCA
GTCTCAAGAAATTCTGAGGAAGCTCGCECACTA - -~~~ — =~ ~ =~~~ == ==~ =— ===~~~ ———~————~~——~——~———

AGAAAGCCAATGGTCAATTCAAGGTTAACATCCCTGAATACTGTGTAGCTTAAGTTTTAATTGTTAAGTAAATGTATAT
AGAAATCCAATGGTAAATTCAAGGTTAACATCCCTGAATACTGTGTAGCTTAAGTTTTAATTGTTAAGTAAATGTATAT

ATGTATTAATTACACTGTAGTTTAGTTTTATTCCGTTTAAGCAGAGAGACCGGACTTTCAATTTTCAAATTAAATCCGT
ATGTATTAATTACACTGTAGTTTAGTTATATTCCGTTTTAGCAGAGA--CTGGATTTTCAATTTTGAAATTAAATCTGT

GTCCTCTGTGTATAAAAAAATTGAATAAACTCATTTCTAGCAAAAAAAAAAAAAAAAAAAAAAAAATCGAAAGGGGGGG
GTCCCCTGCATATAAAAAAATTGAATAAACTCATTTCTAG

AAAAAAAAAAAAANCCCTCGAGGGGGGGC

12
1343

91
1422

170
1501

249
1580

328
1659

407
1738

486
1817

565
1896

644
1975

723
2054

802
2133

881
2212

960
2291

1039
2370

1118
2449

1197
2528

1276
2607

1355
2686

1434
2765

1513
2844

1592
2923
42

1671
3002
74

1750
3081

1829
3158

1908
3198

1937

Appendix G Sequence alighment of the B. tabaci ASIA1 VG3 (contig3793) with the published VG-like
contig sequence BT-TYLCV-030-1-C9-T3-C09 by Leshkowitz et al. (2006). Also shown is the sequence
identity of the PCR product (QRT-PCR_product_VG3) amplified using the VG3-specific PCR primers,

and its alignment with the corresponding target region in the ASIA1 and B biotype contig sequences.
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Appendix H Oligonucleotide primers used in quantitative real-time RT-PCR

Gene Forward primer Reverse primer Amplicon size (bp)
CYP1 CACCGTGTCATCCCCAACTT GTGTGCTTGAGGGTGAAGTT 118
RPL13A | CATTCCACTACAGAGCTCCA TTTCAGGTTTCGGATGGCTT 101
TUB1A CACTGTTGTTCCTGGTGGC AGTGGACGAAAGCACGCTTG 140
VG2 TCAACCAAGGAGACGACATG | TTCAGAGCTGGATTTGGGAG 126
VG3 CTTGCTTCTCTATTAACGCT AGTGGCGAGCTTCCTCAGAA 118
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