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Rice is a staple food of about half of the world’s population. Yield and quality have always been
the main targets of rice breeding, with grain size and grain weight being important factors that
affect these desiderata. Chromosome segment substitution lines (CSSLs) are a complete library
of introgression lines with chromosomal segments usually of a distant genotype in an adapted
background. CSSLs are valuable genetic resources for basic and applied research on improvement
of complex traits. Cover photo shows the phenotype of a long grain CSSL, Z744 (right) with six
substitution segments from the donor Xihui 18 and its recipient parent Nipponbare (left), which was
provided by Prof. Zhao Fangming from Southwest University, China. See pages 1163-1169 for
more details.




