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Appendix D Details of sequencing results of RNA-seq 
Sample 
name1) 

Raw 
reads 

Clean 
reads 

clean 
bases 

Error 
rate(%)

Q20(%) Q30(%) 
GC 

content(%)
XJR0_1 55889628 40907994 6.14G 0.01 99.49 97.51 47.43 
XJR0_2 59724094 57762748 8.66G 0.01 97.07 92.88 47.02 
XJR0_3 58714872 57057290 8.56G 0.01 97.26 93.13 46.77 
XJR6_1 63128858 61231844 9.18G 0.01 97.19 93.05 46.48 
XJR6_2 66017232 63888054 9.58G 0.01 97.01 92.67 46.98 
XJR6_3 70850098 68770204 10.32G 0.01 97.21 93.06 47.15 
1) XJR0_1, XJR0_2, XJR0_3, roots of M. sieversii under control; XJR6_1, XJR6_2, 

XJR6_3, roots of M. sieversii under simulated-drought treatment for 6 h. 

 





 

 



 

 



 

 


