GmNAC1S 18
RtNAC1 12
BRENAC2 27
BRtNAC3 31
BRTNACY 14
BENACS HET 14
AEERCE 3 .cccccscccccccaccamss MESVDQS. . CSVEs 17
BENACT  iiiiersscssascassnas MEFMES. . . CSVi 16
BTNACE MIDLSKIRKREPCRNESEITINMMEVDQDYSCS IS 40
BRENACY i NADNEVHNLEINGQSEV 23
GmNAC1S ASIN EE L 'y VAHN. .DSLLMIN 56
RENRC1 T CRRVSDIGETGERAVVD 52
BLNACZ T VENTEFSATAIGE 67
RtNAC3 T REFVVNSFFEAIAIGE 71
RTNACY T RERVASKRIEIDIIED 54
BtNACS T VAFPGMCOVIVIED 54
BTNACE T RERVASQKIDLDVIRD 57
BtNACT T IASQKIDLDVIRD 56
BTNACE T RIASURIDLDVIRE 80
BRtNACS T RVNSOKIDLDVIRE 63
GmNAC1S TACH 93
RtNAC1 KRS B89
BTNACZ EA 104
RTNAC3 ERE 108
BTNACY LCK L
RENRCS LCG kL
BLNACE SCR a7
RENACT GCR 986
BTNACSE RCR WYE I 120
RTNACSY ECRIEST FONIGESS b F Y i I 103
- D
GmNAC1S RSILRKGTL I3 TER VIMEGE: 133
ATNAC] KEIYRSGWL! FER WG H 129
tRRC2 KEIFKGESLY Eple v F 144
ATNAC3 KEIFKGESL Fple Vi FIE 148
tNARCY ERIYIRHSL b ER e H 134
tHARCS KAIYSKCEL 1 0N TGS 134
ALNACE EAVYDKSKEL 10 TMGlR 137
tRARCT KAVYDKTEL I3 500 TR 136
ATNRCE KAVYLNSEL REOE I 160
ATNACSE KIICSCVRR FRIN i F 143
GmMNRAC13 IEBisassans GPHGPPE. ISSSEEDWRLOSVE YENREVSA 164
ATNACL LE.iassana SKQFEN. . . FTNKEEWRVIRVEEKSTARKK 158
ATNACZ IB...ccnu- GEYCIENLPCTAKNEWSI = KRRDGT 176
tRRC3 LE.....cu. GEERIDNLSKTRAENECRIS8VEHTRTDGTE 180
CNACY . ovivninnnns LETSENGTPQEEGWEVRVEEKELAATV 162
AtHRCS  ........0eas LETDENGPPHEEGWRVCE REEKKLTTHMN 162
BATMACE .. .eeiiaean LESODEKAFFQEEGHEV R AREEEFMTGD 165
BATNACT . .iveernaas LESDEKAPPQEEGWEV IR AREKR . ATGD 163
ATNRCE Seasassasans LESHQNSPPQEEGHERV BEER.TTIP 188
ATNACY LODTPMERGYADVVTEDFMSYNEEGWRVORVERKENYQKI 133|

Supplementary Fig. 1 Sequence alignment of the N-terminal subdomains in GmNAC15 and
Arabidopsis NAC family members.
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Supplementary Fig. 2. Phylogenetic relationship of GmNAC15 with NAC family members from
Arabidopsis
Phylogenetic tree of GmNAC15 with all NAC family members of. Arabidopsis. Arabidopsis
Genome Initiative identification numbers of the Arabidopsis members are as follows:
AtNAC1(AT3G18400.1), AtNAC2(AT5G39610.1), AtNAC3(AT3G29035.1),
AtNAC4(AT1G62700.1), AtNAC5(AT5G62380.1), AtNAC6(AT4G36160.1),
AtNAC7(AT2G18060.1), AtNAC8(AT5G66300.1), AINACI(AT1G32700.1).




