Translation of Asia 1l 1-ORF (1-6549)

Total

amino acid number: 2182, MW=244932

Max ORF starts at AA pos 1(may be DNA pos 1) for 2182 AA(6546 bases)
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ATGTGGACTCCCGCTTTATTGTGCCTGCTGGTCGCAGCCGCCAATGCCCAATACGGGTGG
M W TPALLCLLVAAANAROGLYGW
AAAAATGGAAACCTCTACAAATACGAAATCAACGGACGCACCCTGACCGCCCTGAACCAA
KN GNLYJKYETILINGRTLTATLNQ
GTCGCCGACCAATACGCCGGAGTCTTATTCAGAGCCAACTTCTACGTCCAACCCTTCTCC
VADOQYAGVYLTFTRANTFYVOQPFS
AGTGACAGACTGTCTGCCTACATCCAAAATGCCGAGACCGCTCAAGTTCACGCTGAGCTG
SDRLSAY I Q[NAETI]AQVHAE.L
CCAAGTGGATATGAATCTCACATCCCTTCCAGCCAGTTGAACTACAAGAGTATGCCCCTC
PSGYESHTIPSSQL[NYKSIur.L
AGCCACGAGCCATTCGAAATTTACCTGAAGAAGGGAGTCGTCTCCAACCTTCGCGTCAAC
S HEPTFETIVYLTEKTEKTGVVSNTLTP RVN
AAGAATGTCTCCGACTGGGAACTTAACATCATCAAGGCTGTTGTGAGCCAAATCCAAGTT
KIN v solweEeLINTI1K|AVVSQT1QyV
GACACCCAAGGTCAAAACTTGAAGAAATCCAGCCACAACCAACTCCCCAAGGAAAACAAG
D TQGOQNTLTEKTEKSSHNOQLTPTKTENK
CCCTACGGTGTTTACAAGACCATGGAAGACTCCGTCACTGGTGAATGTGAAACTCTCTAC
PYGVYKTMETDSVTGETCTETTLY
GATGTCTCACCTCTGCCAGAAATCACCCTCCAAACCAAACCCTGGTTGGTTCCTTTCCCC
DVSPLPETITLOQTI KEPWLVPTFEP
AACTTCCGTGAAAACGGACAATTCATCGACATCGTCAAGACCACCAACTACAGCAAATGT
NFRENGO QTFTIDIVKTTI[NVY s K|c
GAAGAACGTTCTGCTTACCACTTTGGTATCACTGGTCTGACCAACTGGAAACCCGCCAGC
EERSAYUHTFGTITGLTNWSEKTPAS
AACCAAATGGGACAATTCCTCTCCCGCTCCAACATCAACCGTGTCGTCATTTCTGGAAAC
N QMG QTFTLSRS[NITNRERI|VVISGN
GTGAAATACTACACCATCCAATCCTCTGTTTCCACCAACAAAATCGTCATCAGTCCACAG
VKYYTI1QSSVSTNIKTIVTISTPQ
ATGTACGAATCACAGAAGGGAATGGTCATCAGTGTCATGAACATGACCCTGGCTTCCTTC
M Y ESQKGMV ISV M[NMTL|ASTEF
CACCAAGCCAATGGATCTCCCCGCAGCGTCAACAACTACCGCAAGGTCAACAACTTAGTC
HQA[N G S PJR SV INNYREKVYNNLYV
TACGACTACATGGCCGCTTCTCCAAACGCATACGCTCAACACTACAACAACAATGGTGCA
Y DYMAASPNAYA AGQHTYNNNGA
TCTAGCAGCAGCCCCTCCAGCTCCAGCTCCAGCTCTGACTCATCTAGTTCCAGCTCTAGC
S S SSPSSSSSSSDSSSS S S S

TCTAGCAGCAGCAGCTCCTCCTCCTCCTCTTCCAGCTCAAGCAGCAGCTCCGAAGAAGAC
S § S§ S S§ § S S S S S S S S S S S E E D

CAATACTACAGAAGACACAACAACAACAACCGCAACAACAACAACAACAACAACAACAAC
Q Y Y R RHNNNNIRNNNNNNNNN
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AACAACAACAACCGCAACAACAACCACAACAACAACAATAACGCCAACGACAACAACAAT
NNNNT RNNNGBHINNNNNANTDNNN
TCCGCCAACAACAACAACAACAACAACAACAACAATTCCGCCAACAACAACAACAACAAC
S ANNNNNNNNNNSANNNNNN_
AACAAGAACAACAACCGCAACAATGACGAGAACGTCTCTCGCAGTCGCTCCCGCAGAGAT
ATCTCCCAATACAAATACAACAGTTTTGAAAACAACAACAACAACGACAACGAAGACGAA
I S QY KY NSFENNNNNTDNETDE
AAGAATAACAGTGGCCGCAACGGACACAACGGACACAACGGAAACAACGGACACAACGGA
K NNSGRNG GUHNTGTHNTGNNTGTHNG
AACAACGGACACAACGGACACAATGGACACAACGGAAACAATGGACAAAACAACAGCAAT
NNGHNGEHNTGHNGNNTGT OQNNS N
GGCAGCTCAAGCAGCAGCTCCAGCTCTAGCAGCTCTAGCTCTGGCTCCAGCAGCTCTGAA
G S S S S S SSSSSSSSGSS S S E.

GAAAACAACTCCCGTTACAACAACGGTAAATTCGCCAGCTTTGCCCGCCACAACGGATCT
ENNSRYNNGIKTFASFARHNGS
GGATCCTCCTCCTCCAGCAGCTCCCCCGACGCATACGCTCAACACTACAACAACAACGGT
G SSSSSSSPDAYAQHTYNNNRG
GCTTCCAGCAGCTCCTCCAGCTCTTCCAGCTCCTCATCCAGCTCTGAAGAAAACAGCTCC
ASSSSSSSSSSSSSSEENSS
TTTGGATCTTCTGTCTCCAGCAGCAGCGAAGAGGACTATGAACCACGTCCAAGCATGTAC
FGSSVSSSSETETDTYTETPRTPSMY
AAGGCTCCTCAAACTCCTTTCTTCCCCTACTTCATCGGAAACTACGGTAACAGCATCCAA
K APQTPFFPYFIGNYGNSTIQ
TCCGCTAAACAAGTTAACGGAGTTGCTCTTGCCCGTAAGCTCGCCCAAGAAATTGCTGAG
S AKQVNGVALARTEKTLARQ QET AE
GAATTGAACGACCCACGTCAAATTACTCAAAAAAGCACTTTGGCTAAATTCAACATGTTG
E LINDPRI|QI TQKSTLASKTFNML
GTCGAGGAACTCAGAACCCTGGACGCGAAACAAATGGAACAAGCTTCCCAAGAGCTTCAT
VEELRTLDAKT® QMET QASTQ QE L H
TTCAACTCCGCCCAGGCCTCCAGCCACAGCCGTCAAGATGCTCTGAAATCTCTCGCCTGG
FNSAQASSHS SR QDATLTKSTLAW
AAATCCTTCTGTGATGCCTTAGTTGAAGCTGGTACCGGACCTGCCTTTTTGCAAATGCAA
KSFCDALVEAGTGPAFTLIQMDQ
AAGATTATTGAACACCAACAAGTATCCGACGCCGAGGCCGCTCGCATGATCAGCCGTCTT
K1 I EHQQV SDAEAARUMISTR RIL
CCAGTCACCGCTCGTTTCCCAGACAAGGAATACATGAACTCTTTCTTCAACTTTGTCAGA
PV TARTFPDTIKTEYMNSTFFNTFVR
TCCAACAATGTTCAACACCAGAACCAACTCAACGAAACTGCTCTCCTTGCTTTCGCTGAG
S NNV QHOQNRO QLIVETAILLATFAE
CTTTGCCGTAAAGCCGATGTCAACGCCAGAAACGCCCACAACTACTACCCTGTCCACGTT
L CRKADVNARNAHNYYPVHYV
TATGGACGTGTCCTCCCAGAGCATGCCAAGGCTGTTGCTCACCAATACCTTCCCTACTAT
Y G RV LPEHAKAVYAHTOQYTLTFPY.Y
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GAACAAAACCTCAAGAGAGCCGTTGCCAATGGTGACAGCCGCAAGATCCAAGCTTACATC
E QN L KR|JAV ANGDSRKTIQAY.I
CGTGCCATTGGAAACTTTGCTCACCCCAAGATCCTCGAAGTTTTCGAGCCCTACCTTGAA
R A1 GNTFAHPIKILTEVTFETPYLE
GGAAAGGTCCCAATCTCCAACTTCCAACGCACTGTCATGGTCCTCTCCCTTAACGAACTT
G KV PI1SNFQRTVMVLSLNE.'L
GCACGTGTCTACCCCAACCTTGCCCGCAATGTCCTCTTCAAGATCTACCAAAACACCCAA
ARV YPNLARNVLTFTZEKTIYQNTDQ
GAAAACCAGGAAGTCCGTGTTGCCGCTGTCTTCTTAATCTTCGGAACCAACCCATCTGCC
ENQEVRVAAVFLTIFGTNTPSA
CAGACCCTCCAACGTATGGCTCAATTCACCAATGAAGACCAAGACCAGCAGGTCAACGCT
Q TLQRMATZQTFTNETDT QDI QQV NA
GCCGTCAAATCCGCCCTTGAAAACGCTGCCAAGGCCCACTCCGAGTCTCGTCAAGAACTC
AV KSALTEI|INAATKI|AHSES ST RO QE!'L
GCCCAAGCTGCTCAATCCGCTATTGCTCTCCTCAGCCCTAAGACTTACGGTCTTCAATAC
A Q AAQ SAI1TALTLSTPIKTYGTLOQY
TCCAAGAAATGGCTCCGCGACTACATCGTCAAGGAAGAAAACCTTGCCTACAGAGTGTCT
S KKWULRUDYTIlVKTETENTLAYTRVS
GCCGATATGATCCAGAGCGAGGACTCCTTAATCCCCAACCAAGTTTACGTTGCCCTTCAC
A DMTIQSEDSTLTIPNQ QVYVATLH
CGTTACCTCGGTGGATTCGCTCAACGTGTTGCCAGCTTCAGAGCCATGACCTCCAGTGCC
RYLGGTFAQRVASTFRAMTS S A
AGCGACCTCGTTGAAAAGATCCAAGAACAGTTCACCAATGGAGAAGAATACCAACAACAA
S DLV ESZKTIOQET QFTNGETETYOQRQNQ
TCCGAAATGAACCAGCAATTCTCTGCCGAACAAATCTTCAGACAGTTCAACATTAAGCCT
S EMNGO QQFSAET QIFRUGQFNTIKF@®P
GACTACCCACAAGAAGTTGAAGCCCTCCTCCAATACACCGTTTTTGGAGCCAAGCGCTGG
D YPQEVEALTLTZ QYTVFGATZ KT RW
GCCTTCTTCGACGAAGAATTCTTCAACCAAATCCCAAGACGTCTGAACGATGCTCTCTCT
A FFDEETFTFNIOQTIPRT RLNDATLS
AAGGTTCAAAATGGACAATCTTTCAACTCCACCAAATTCTACAACGACATCTCTCTCTCC
KV Q[N G Q S|FIN S T K|F Y[ND I s|L S
ATTGCTTTCCCCACTGCCACTGGTCTGCCATTCTCTTACACTCTCAAGGTCCCCACTCTC
I AFPTATGLTPFSYTLKVPTL
GTCCAAGCCGGTGGAGAAGTTCAAGCCAGAGTTCAAGGTCACAACTCCAACAACAACAAC
Vo AGGEVQARVYIQGHNSNNNN
AACAACAACCTCTTCCGTATCCCTGAAGCTGTTAACGTAACCGCCGAAATTGAGATCGTT
NNNLTFRTIPEAVNVYTAETIETIYV
TACGCCACTGAATTGAAATCTGAACTTGGATTCGTCACTCCATTCAACCACGAACGTTAC
Y AT ELJIKSETLGTFVTPFNHETRY
GTTGCTGGTCTTGCCAAGAACATCTTTGTTAACATCCCAGTTAAGGTCGCCGCCAATGTG
VAGLAIKNTIEIFVNTIPVKVAANYV
GACATCGCCAACACCAAGGTCGAATTCTACATGAAGCCCATGAACAACCAGAACGAACAA
DI ANT KV ETFYMZKPMNNTZ QNEQ
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AAAATCTTCCACTACGGATCTTACCCTTACACCGCAATCCAAAACATCTTCGACTTCCGC
K 1 FHY GSYUPYTATIL1OQNTITFEFTDTER
CCCCTCCAAGAAAACGAAAACACTAAGTACATCTTCGCCAACGCCAACAAAAACAAGTTC
PLQE|NENTI|[KY I FANANTKTNKF
GAGAAAGTCTACGGTGAAGAAAAGACCGGGTTTGCCTTCCGTTGCCAATACAAGGGTGAC
E KV Y GEETZKTG GTEATFRT CO QY K G D
CAACAAAGCTTCCAATTCGCTGACTTCTACAACTTCGCTAAGCGTAACGATTTCTTCTCC
Q QS FQFADTFEFYNTFEFAKTR RNTDTFFE S
GCTGCTTTCTTCCCATGGGCTGAAAAGACCATCCAATACAACAACTTCGATGTCTACTAT
AAFFPWAETZKTTIOQYNNTEDVYY
GACCCAGCTAGATCTGCCGCCAAATCCGCCAAGTTCGCCTTGAACTATGCCAACAAATAC
D PARSAATIKTSAKTEALNYANK.Y
GCCAACAAGGAAAACAACAACGAAGGTAACTCTAACAACCACAACAACAACCAAAACGAT
AN KENNNTETGNSNNIUHNNNOQND
GCTGTTCCATCTTCCTACCAACCTGACAACGAACAGAGAATGAACCAATTCGCCAGCCGC
AV PSSYQPUDNTEG QRMMNTGQTEFEFASTHR R
GCTCAATCTGGAGTTCAAAGTGCCAACATCGATGTTATCGACATCTCTGCTCAATTCTTC
A Q SGVQSANTIDVTIDTISATQ QTFF
GGACAAAAGAACGCTGATTACGTCGCCACTCTTGCTTACGCTCGTAGCCCAGTCGCTGAA
G Q KNADYVATLAYA ARTSZTPVATE
AAGGCTCGTTTCCTCTTCTACGCCGGTGCCAACAATGCCAACAACAACAAAAACAAGGTT
K AR FLFYAGANNANNNTIKN KV
GCTGTTGACGCCACCGCTTACATGCCCAATGTTCCTCTCGTCAACGCCGCTCAAGCTTTC
AV DATAYMPNVPLVNAATZ OQATF
AACGCCGACGCCAACTCCCGCTTCTACGCCAACGTTAAATCTGGAGAAAACCTCGACAAT
NADANG ST RTF Y A III!II!IEI G E N L D N
GGTGCTCAATTCCAATTCCAAGCTAACATGAAACAAAGCCAAGAGTTCCGTGACTACTTC
G AQF QF QANMTEKTEOQSUG QETETRTUDYF
CGTCAAAGCCAAATGTACAAACAGTGCTCTCAGCAAATGGAACAAGGAGAATACATGATG
R Q S QMYZKOQCSOQOQMETZGQGTEYMM
CCTGCTTGCCGTAACGCTACCGTTGCCGCTAACAGATTAAACGAAGCCCACTTCTCCATC
PACRNATVAANT RTLNTEAHES.I
AACTTTGACAAGGTTTCTGATGCCGTCAAGAACTACACTTACCAAGCTTTCGCCTACGCC
NFDKVSDAVZ KNYTYOQATFAYA
CGTCATTTAGGATACCAATACCAGTCTGAAAACTTCGGAAACCCTAATGGCCAACACAAC
R HLGY QY QSENTFEFGNTPNTGTU QHN
AAGATTGATGGTTACTTCAAGTTCTCCCCTAACTTCGACTTCGCCCAGTTCTACTTCAAC

K 1 DGY F KTFSPNTFDTFAUO QTFYF IIII
GCTCCTTCCGTAGCCGCTTCCTTCAAGAACGTTCCAGTTCACCAATACGTCGCTGACTTT

Iﬁllﬁllﬁ' vV AA S F K NV PV HQY V A DF

TTCGCCCCTCACCCCGTCTACTCTGGCTTCGACCGTCTCATGCAGGACACTTTCCAAGCC
FAPHPVY S GFDIRLMAOQTDTF Q A
AAATACCAAGCTGCTTGCGTTGCTGACAAGATGCACGCTACCACTTTTGACAACAGAACT
K'Yy Q AACVADI KMMHATTFDNRT



5161
1721
5221
1741
5281
1761
5341
1781
5401
1801
5461
1821
5521
1841
5581
1861
5641
1881
5701
1901
5761
1921
5821
1941
5881
1961
5941
1981
6001
2001
6061
2021
6121
2041
6181
2061
6241
2081
6301
2101
6361
2121
6421
2141

TTCCCCGCTCACTTCCAAAACAACTGGTACGTCCTCATGGCCTACATGAACAGAAACAAC
FPAHFOQNNWYVLMAYWMNTP RNN
TACTACAACAACAACTTCAACCAATACCTCCAACAAAACAAGAACCAACACAGCTACAGA
Y Y NNNTFN QYLOQOQNTZKNG QHSYR
GACTACAACGAGAAGAGATTCTACACTACCGTCTATGCTAGACAAAATAGCAACGGCCAA
D YNEZKRTFYTTVYARTG OQNSNGQ
AAGGAATTGAAAATTGTCCTGAACAACGGAGAATACGAAATCTTCATGCAACCAGCCTCC
K E LK1V LNNGTETVYTETILTFMQOQTPASS
TCTCAAGCCGGTTTCCACAGCTCTAACTCCGGAAAGAACAACGCTGCCATCAAGGTCTTC
S QA GFHSSNSGI KNNAATILITKVF
ATCAACAAACAAGAGCAACAATTCACCGACAAGCAATTCACTGACTTCCACGGACACAAT
I N K Q EQQF TDU KU QTFTDTFHGHN
GGAAAGATCTACGCTCAATTCTACGCTCTTCCTGATGGTGCTATCCGCTTCTTTGCTCCC

G K1 YAQFYALTPDTGATIRTFEFTFATFP
CAATCTGGACTTCAAGCCATTTATGACGGAGCTCGCATCAAGATTCAAGCTGCCAACCAA
Q SGLQATITVYDGARTITIKTIOQAANDQ

TACAGAGGTGCTGTCCGTGGTATGTGCGGAACCTACTCCAACCAATACGCTGACGACTTC
YR G AV RGMGCGTYSNQYATDTDF
ACCGCCCCTCAAAACTGTGTCTACAAGAACCCAGAAGACTTCGCTGCCGTCTACGCTGTC
T APOQNTZ CVYKNTPETDTFEFAAVY AV
GTTGACTCTTCTTCCCCCTCTCAAGTGAAATCCCAGAAGGAACGCGCTCAGCAAAACTTC
VDSSSPSOQVKSO QEKTET RAQ QO QNF
TGTGCCCGCAAGAACAACCAATTCGGAAACTACGTTAGCCGCAGCGACGCCGGATACGGA
CARIKNNG OQTFGNYVSRSDATGYG
TACAAATACAACAACAACGACAAATACTACGAATCTGCTTACAAGAACACCAAATACTAC
Y K YNNNUDI KYYESAYTZKNTTIKYY
GACCCCTCCAACTCCCAGTACAACAAGTACTACAAGAACAACAAGTACGCCAAGGACCAG
DPSNSU QVYNTZEKTYVYU KNNTEKTYATZKTDDQ
GACTCCTCCTACTCTAGCAGCAGCTCTTCATCTAGCGACTCTAGCAGCAGCTCATCCAGT
D S SYSSSSSSSSDSSSS S S S

GACTCCAGCAGCAGCTCCTCTTCTTCCTCCCCCAGCTCATCCAGCTCTAGCAGCGACTCC
b S §S§S§SSS§S§S§S S S S P S S S S S S S D s

AGCTCCTCTTCCAGCTCTTCCCAGTCCAACGACAACAACCGCAACAACAACAACCGCAAC
S §$ S S S S S Q S NDNNRNNNNRN
AACAGCAACAACAACAACAACCGCAACAACAACCGCAACAACAACAACAACAACAACAGC
NS NNNNNRNNNIRNNNNNNN S
AGCAGCAGCCAAGAAGCCAGTTACGAACAGAGAAACCAAAACGGACCCTCTATCCGCAAA

S S S QEASY EQ RNQNGUP S I RK
CTGTACCGTGCCATCAACCAAGGAGACGACATGTGCTTCACCATCAACGCTATCCCAACT
L YRAINOQGTDT DMCZFTTIHINAIUPT

TGCAGATACCCAGCCAAGCCCGTTGGAAGCGCCAAGAAAATGGTTGACTTTTACTGTGCG
C RYPAKWPVGS AKI KMVDFY CA
CCCAAATCCAGCTCTGAAGCTCAACACTTCAGCAAATTGATTGCCAAGGGTGCTGCTCCC
P K S SSEAQHF S KULT AKGAA AP



6481 AGCCAATTGTCTCTCAAGAAACCAAACCAAAAGTTCGAAGTGAACATTCCCGAATACTGT
2161 S Q L S L KKPNOQKFEV N T PEYTC
6541 GTTGCCTAA
2181 vV A *



