Translation of MED-ORF (1-6651)

Total

amino acid number: 2217, MW=246060

Max ORF starts at AA pos 1(may be DNA pos 1) for 2217 AA (6651 bases)

61
21
121
41
181
61
241
81
301
101
361
121
421
141
481
161
541
181
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241
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841
281
901
301
961
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341
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361
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381

ATGTGGACTCCCGTATTATTGTGCCTGCTGGTCGCAGCCGCCAATGCCCAATACGGGTGG
M W T P V L L CL LV AAANAQOQYGW
AAAAATGGAAACCTCTACAAATACGAAATCAACGGACGCACCCTGACCGCCCTGAACCAA
K NG NL Y KYTETILNGR RTTLTATLNDOQ
GTCGCCGACCAATACGCCGGAGTCTTATTCAGAGCCAACTTCTACGTCCAGCCCTTCTCC
VADO QYA AGVYVYLTFRANTFYVQPFS
AGTGACAGACTGTCTGCCTACATCCAAAATGCCGAGACCGCTCAAGTTCACGCTGAGCTT
SDRLSAY I QINAETIAQV HAE.HL
CCAAGTGGATATGAATCTCACATCCCCTCCAGCCAGTTGAACTACAAGAGTATGCCCCTC
PSGYESHIPSSQLI|NYKS SIMPL
AGCCACGAGCCATTCGAAATTTACCTGAAGAAGGGAGTCGTCTCCAACCTTCGCGTCAAC
S HEPTFETIJYTLZEKTZ KTGVVSNTLTRVN
AAGAATGTCTCCGACTGGGAACTTAACATCATCAAGGCTGTTGTGAGCCAAATCCAAGTT
K IIIIIIEIIE W E L[N 1T 1 KJAVVSQ1l QV
GACACCCAAGGTCAAAACTTGAAGAAATCCAGCCACAACCAACTCCCCAAGGAAAACAAG
D T QG OQNTLTIKTIKTSSHNTZ OQTLTPTIKTENK
CCCTACGGTGTTTACAAGACCATGGAAGACTCCGTCACCGGTGAATGTGAAACTCTCTAC
PY GV YKTMETDTSVTGETCTETTLY
GATGTCTCACCTCTGCCAGAAATCACCCTCCAAACCAAACCCTGGTTGGTTCCTTTCCCC
DVSPLPTETILTLU OQTTI KTPWTLVZPTFETFP
AACTTCCGTGAAAACGGACAATTCATCGACATCGTCAAGACCACCAACTACAGCAAATGT
NFRENG GO QFTIDIVIKTT IIIIIIIEIII C
GAAGAACGTTCTGCTTACCACTTCGGTATCACTGGTCTGACCAACTGGAAACCCGCCAGC
EERSAYUHTFGTITGLTNWTEKPAS
AACCAAATGGGACAATTCCTCTCCCGCTCCAACATCAACCGTGTCGTCATTTCTGGAAAC
N QMG QT FTLS SR RSNTINT RVYVYVILISGN
GTGAAATACTACACCATCCAATCCTCTGTTTCCACCAACAAAATCGTCATCAGTCCACAG
VXYY TI1QSSVSTNIKTIVISPDOQ
ATGTACGAATCACAGAAGGGAATGGTCATCAGTGTCATGAACATGACCCTGGCTTCCTTC

M Y ESQKGMVYV I SV M[NMTILYASTF

CACCAGGCCAATGGATCTCCCCGCAACGGACACAACGGACACAACGGAAACAACGGACAC
H Q A IIIIEIIEIIE R NG HNGHNTGNN G H
AACGGAAACAACGGACACAATGGACACAACGGAAACAATGGACAAAACAACAGCAATGGC
N GNNGTHNGEHNGNNGU QNNTSNG
AGCTCAAGCAGCAGCTCCAGCTCTAGCAGCTCTAGCTCTGGCTCCAGCAGCTCTGAAGAA
S S SS S SSSSSSSSGS S S SEE

AACAACAACAACAACGACAACGAAGACGAAAAGAATAACAGTGGCGCATACGCTCAACAC

NNNNNWDNEUDEI KINNSGIAY A Q H

TACAACAACAATGGTGCATCTAGCAGCAGCTCCTCCAGCTCCAGCTCCAGCTCTGACTCA
Y NN NGAS S S S S S S S S S S S D S




1201
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1261
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TCTAGTTCCAGCTCCAGCTCTAGCAGCAGCAGCTCCTCCTCCTCCTCTTCCAGCTCAAGC
S §$S§ S S S S S S S S S S S S S s s s s

AGCAGCTCCGAAGAAGACCAATACTACAGAAGACACAACAACAACAACCGCAACAACAAC

S S S EEDQYY R RHNNNNRNNN

AACAACAACAACAACAACAACAACCGCAACAACAACCACAACAACAACAACAATAACGCC
N NNNNNNN NI RNNNIHNNNNNNA
AACGACAACAACAATTCCGCCAACAATAACAACAACAACAATTCCGCCAACAACAACAAC
NDNNNZSANNNNNNNSA ANNNN
AACCGCAACAATGACGAGAACGTCTCTCGCAGTCGCTCCCGCAGAGATATCTCCCAATAC
NR NNDENV SR SLE_§_B_BJD I S QY
AAATACAACAGTTTTGAAAACAACAACAACAACGACAACGAAGACGAAAAGAATAACAGT
K'Y NS F E NN NNNDNEDE K N N S
GGCCGCAACGGACACAACGGACACAACGGAAACAACGGACACAACGGAAACAACGGACAC
G R NGHNUGHNGNNUGHNGNNG H
AATGGACACAACGGAAACAATGGACAAAACAACAGCAATGGCAGCTCAAGCAGCAGCTCC
NG HNGNNGI QNNSNSGS S S S S S
AGCTCTAGCAGCTCTAGCTCTGGCTCCAGCAGCTCTGAAGAAAACAACTCCCGTTACAAC
S §$ S§ S S S S G S S S S E E NNSIRYN

AACGGTAAATTCGCCAGCTTTGCCCGCCACAACGGATCTGGATCCTCCTCCTCCAGCAGC
NG K F A SFARHNGS G S S S S S S
TCCCCCGACTCTTCTGACTCCTCCAGCTCCTCCAGCTCATCCAGTTCCTCCAGCTCCTCT
S P DS SDSSSS S S S S S S S S s s
AGCTCCTCCAGCTCTTCCAGCTCCTCATCCAGCTCTGAAGACAACAGCTCCTTTGGATCT
S §$§ S S S§ § S S S S S EDNS S F G S

TCCGTCTCCAGCAGCAGCGAAGAGGACTATGAACCACGTCCAAGCATGTACAAGGCTCCT
S vVs S$S S EEDYEPRWPSMY KAP

CAAACTCCTTTCTTCCCCTACTTCATCGGAAACTACGGTAACAGTATCCAATCCGCTAAA
Q T P F FPY F I GNYGNZS T Q S AK
CAAGTTAACGGAGTTGCTCTTGCCCGTAAGCTCGCCCAAGAAATTGCTGAGGAATTGAAC
Q VNGV AL ARIKILAQETI A EE LN
GACCCACGTCAAATTACTCAAAAAAGCACTTTGGCTAAATTCAACATGTTGGTTGAGGAA
D PR QI T Q K S TLAKUFNWMML V E E
CTCAGAACCCTGGACGCGAAACAAATGGAACAAGCTTCCCAAGAGCTTCATTTCAACTCC
L R T LDAKIQMEZQASOQETLHF NS
GCCCAGGCCTCCAGCCACAGCCGTCAAGATGCTCTGAAATCTCTCGCCTGGAAATCCTTC
AAQ A S S HSRQDA ALK SLAWK S F
TGTGATGCCTTAGTTGAAGCCGGTACCGGACCTGCCTTTTTGCAAATCCAAAAGATCATT
c bA LV EAGTSGWPAFLOQTI1I Q K 11
GAACACCAACAAGTCTCCGACGCCGAAGCCGCTCGCATGATCAGAATCGAATTCCCGCGG
E HQ Q V S D A E A ALE_M_J_Iﬁ}I E F P R
CCGCCATGGCGGCCGGGAGCATGCGACGTCGGGCCCAATCCCTATACAACAATGTTCAAC
P PWRWPGACTDVSGPNPYTTMTF [H
ACCAGAACCAACTCAACGAAACTGCTCTCCTTGCTTTCGCTGAGCTTTGCCGTAAAGCCG
T R TN S T KL L S L L S L S F AV K P
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3001
1001
3061
1021
3121
1041
3181
1061
3241
1081
3301
1101
3361
1121
3421
1141
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1161
3541
1181
3601
1201
3661
1221
3721
1241
3781
1261

ATGTCAACGCCAGAAACGCCCACAACTACTACCCTGTCCACGTTTATGGACGTGTCCTCC
MsSTPETPTTTTLSTTFMDVS S
CAGAGCATGCCAAGGCTGTTGCTCACCAATACCTTCCCTACTATGAACAAAACCTCAAGA
Q SMPRLLLTNTFPTMNTIKTSR
GAGCCGTTGCCAACGGTGACAGCCGCAAGATCCAAGCTTACATCCGTGCCATTGGAAACT
EPLPTVTAARSE KTLTSVPLET
TTGCTCACCCCAAGATCCTCGAAGTTTTCGAGCCCTACCTTGAAGGAAAGGTCCCAATCT
LLTPRSSKTFSSPTLEKETRSQ QS
CCAACTTCCAACGCACTGTCATGGTCCTCTCCCTTAACGAACTTGCACGCGTCTACCCCA
PTSINALS|WwSSPLTNLHASTPEP
ACCTTGCCCGCAATGTCCTCTTCAAGATCTACCAAAACACCCAAGAAAACCAAGAAGTCC
T LPAMSSSRSTKTTPKTIKTKK:S
GTGTTGCCGCTGTCTTCTTAATCTTCGGAACCAACCCATCTGCCCAGACCCTCCAACGTA
VL P L S S S SSEPTHLPRPSNYV
TGGCTCAATTCACCAATGAAGACCAAGACCAGCAAGTCAACGCTGCCGTCAAATTCCGCC
WLNSPMEKTIKTSKSTLFPSNSA
CTTGAAAACGCTGCCAAGGCCCACTCCGAGTCTCGTCAAGAACTCGCCCAAGCTGCTCAA
L E[N AAK|AHSESRQETLATQAAQ
TCCGCTATTGCTCTCCTCAGCCCTAAGGCTTACGGTCTTCAATACTCCAAGAAATGGCTC
S Al ALLSPKAYGLTG QY SKTE KWL
CGCGACTACATCGTCAAGGAAGAAAACCTTGCCTACAGAGTGTCTGCCGATATGATCCAG
RDY 1 VKEENLAYRVSADMIQ
AGTGAGGACTCCTTAATCCCCAACCAAGTTTACGTTGCCCTTCACCGTTACCTCGGTGGA
S EDSLIPNQVYVALHRYTLGSG
TTCGCTCAACGTGTTGCCAGCTTCAGAGCCATGACCTCCAGTGCCAGTGACCTCGTTGAA
FAQRVYASFRAMTSSASDILVE
AAGATCCAAGAACAGTTCACCAATGGAGAAGAATACCAACAACAATCCGAAATGAACCAG
K1 Q EQF TNGEEYOQQQSEMNQ
CAATTCTCTGCCGAACAAATCTTCAGACAGTTCAACATTAAGCCTGACTACCCACAAGAA
Q F SAEQI FRQFNIKTPTDYPQE
GTTGAAGCCCTCCTCCAATACACCGTTTTCGGAGCCAAGCGCTGGGCCTTCTTCGACGAA
VEALLGQYTVFGAZKRMWATFTFTDE
GAATTCTTCAACCAAATCCCAAGACGTCTGAACGATGCTCTCTCTAAGGTTCAAAATGGA
EFFNOQTIPRRLNDALSTE KV Q[N G]
CAATCTTTCAACTCCACCAAATTCTACAACGACATCTCTCTCTCCCTTGCTTTCCCCACT
|Q s|FIN s T K|F Y[N D I S|L S L AFPT
GCCACTGGTCTGCCATTCTCTTACACTCTCAAGGTCCCCACTCTCGTCCAAGCCGGTGGA
AT GLPFSYTLKVYPTLYVQAGSG®G
GAAGTTCAAGCCAGAGTTCAAGGTCACAACTCCAACAACAACAACAACCTCTTCCGTATC
EVQARVYQGHNSNNNNNTLFRI
CCTGAAGCTGTTAACGTAACCGCCGAAATTGAAATTGTTTACGCCACTGAATTGAAATCT
PEAVNVTAETILIETILVYATETLKS
GAACTTGGATTCGTCACTCCATTCAACCACGAACGTTACGTTGCTGGTCTTGCCAAGAAC
ELGFVTPFNHERYVAGLAKN




3841
1281
3901
1301
3961
1321
4021
1341
4081
1361
4141
1381
4201
1401
4261
1421
4321
1441
4381
1461
4441
1481
4501
1501
4561
1521
4621
1541
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1561
4741
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1601
4861
1621
4921
1641
4981
1661
5041
1681
5101
1701

ATCTTTGTTAACATCCCAGTTAAGGTCGCCGCCAATGTGGACATCGCCAACACCAAGGTC

Il F VN1 PV KV AANWVDTI ANT KV
GAATTCTACATGAAGCCCATGAACAACCAGAACGAACAAAAAATCTTCCACTACGGATCT
EFYMKWPMNNUOGONZE QI KT F HY G S

TACCCTTACACCGCAATCCAAAACATCTTCGACTTCCGCCCCCTCCAAGAAAACGAAAAC
YPYTAI1QNIFDFRPLQ QE[INEN]
ACTAAGTACATCTTCGCCAACGAGAACAAGAACAAGTTCGAGAAAGTCTACGGTGAAGAA
Iil K'Y 1 FANTENTZKNTIKTFTETKVYGEE
AAGACCGGTTTTGCCTTCCGTTGCCAATACAAGGGTGACCAACAAAGCTTCCAATTCGCT
K T G6G FAFURT COQYJIKTGDT QU QST FOQTF A
GACTTCTACAACTTCGCTAAGCGTAACGATTTCTTCTCCGCTGCTTTCTTCCCATGGGCT
D F YNTFAZKTZ RNTDTFTFSAATFTFEFTPWA
GAAAAGACCATCCAATACAACAACTTCGATGGCTACTATGACCCAGCTAGATCTGCCGCC
EKTT1TQYNNTFEFDGYYTDTPATRTSAA
AAATCCGCCAAGTTCGCCTTGAACTATGCCAACAAATACGCCAACAAGGAAAACAACAAC
K S AKFALNY ANTZKYANTZKTENNN
GAAGGTAACTCTAACAACCACAACAACAACCACAACGATGCTGTTCCATCTTCCTACCAA
E GNSNNU HNNNI HNIDAVTPS S Y Q
CCTGACAACGAACAGAGAATGAACCAATTCGCCAGCCGCGCTCAATCTGGAGTTCAAAGT
PDNTEJ QT RMNTOQTFAST RAQSG GV Q S
GCCAACATCGATGTTATCGACATCTCTGCTCAATTCTTCGGACAAAAGAACGCTGATTAC
ANIT DV I1IDTISAQFTFG GG QI KNATUDY
GTCGCCACTCTTGCTTACGCTCGTAGCCCAGTCGCTGAAAAGGCTCGTTTCCTCTTCTAC
VA TLAYA ARSZPVAETZKARTFEFTLTFY
GCCGGTGCTAACAATGCCAACAACAACAAAAACAAGGTTGCTGTTGACGCCACCGCTTAC
A GANNANNNTIKNIEKVAVDATAY
ATGCCCAATGTTCCTCTCGTCAACGCCGCTCAAGCTTTCAACGCCGACGCCAACTCCCGE
M PNVPLVNAAQOQATFNADANSR
CTCTACGTCAACGTTAAATCTGGAGAAAACCTCGACAATGGTGCTCAATTCCAATTCCAA
L Y VI[N VK S|6GENLDNGAQ QTFQFQ
GCTAACATGAAACAAAGCCAAGAGTTCCGTGACTACTTCCGTCAAAGCCAAATGTACAAA
A NMEKG QSO QETFRUDYTFRUOQSOQMY K
CAGTGCTCTCAACAAATGGAACAAGGAGAATATATGATGCCTGCTTGCCGTAACGCTACC
Q CSQQMETGQGETYMMPATCRNAT
GTTGCCGCTAACAGATTAAACGAAGCCCACTTCTCCATCAACTTCGACAAGGTTTCTGAT
VAANRTLNTEAHTFSTINTFETDTIKV SD
GCCGTCAAGAACTACACCTACCAAGCTTTCGCCTACGCCCGTCATTTAGGATACCAATAC
AV KNY TY QAFAY ARTU HTLTGY QY
CAGTCTGAAAACTTCGGAAACCCCAATGGCCAACACAACAAGATTGATGGTTACTTCAAG
Q SENTFGNZPNGU QUHNTEKTIDTGY F K
TTCTCCCCTAAGTTCGACTTCGCCCAGTTCTACTTCAACGCTCCTTCCGTAGCCGCTTCC
FSPKFDFAQFYF[NAPS|VAAS
TTCAAGAACGTTCCAGTTCACCAATACGTCGCTGACTTTTTCGCCCCCCACCCCGTCTAC
F KNVPVHOQYVADTFETFEAPHTPUVY




5161
1721
5221
1741
5281
1761
5341
1781
5401
1801
5461
1821
5521
1841
5581
1861
5641
1881
5701
1901
5761
1921
5821
1941
5881
1961
5941
1981
6001
2001
6061
2021
6121
2041
6181
2061
6241
2081
6301
2101
6361
2121
6421
2141

TCTGGCTTCGACCGTCTCATGCAGGACACTTTCCAAGCCAAATACCAAGCTGCTTGCGTT
S 6 F DR L M QDTFQAIKYQAA AT CV
GCTGACAAGATGCACGCTACCACTTTTGACAACAAAACTTACCCCCTTCATATGCAACAA
AD K M HATTFDNIKTY P L HMOQ Q
AACAACTGGTATGTCCTCATGGCCTACGTCAACAGGAACAACTACTACAACAACCAATAC
NNWY VL MAYV NI RNNYY NNOQY
AACAGCTACTTTCAAGGAAACAACAAGAACCAATACAGCTACAGAGACTACAACCAAAAG
NS Y F Q GNNKNQY SY R DY N Q K
AGATTCTACACTACCGACTATGCTAGACAGACTAGCAACGGCCAAAAGGAATTGAAAATT
R F Y TTWDYARIOQTSNGIOQ K E L K I
GTCCTGAACAACGGAGAATACGAAATCTTCATGCAACCAGCTTCCTCTCAAGCCGGTCTC
vV LNNGEY EI FM QP AS S Q AG L
CACAGCTCTAACTCCGGAAAGAACAACGCTGCCATCAAGGTCTTCATCAACAAACAAGAA
H S S NS G KNNAAI1 KV F I N K Q E
CAACAATTCAACGACAAGCAATTCACTGACTTCCACGGACACAATGGAAAGATCTACGCT
Q Q F ND K Q F T DUFHGHNGIK K I Y A
CAATTCTACGCTCTCCCTGATGGTGCTATCCGCTTCTTCGCTCCCCAATCTGGACTTCAA
Q F Y AL PDGAI RF FAPOQS G L Q
GCCATCTATGACGGAGCTCGTATCAAGATTCAAGCTGCCAACCAATACAGAGGTGCTGTC
Al Y DGARTIKTIOQAANTQ QYRGS GAYV
CGTGGTATGTGCGGAACCTACTCCAACCAATACGCTGACACTTCACCGCCCCTCAAAACT
R G.M.C.6 TYSNQYADTSPPLKT
GTGTCTACAAGAACCCAGAAAGACTTCGCTGCCAGCTACGCTGTCATTGACTCTTCTTCC
v S T R T Q K D F A A SY AV I DS S S
CCCTCTCAAGTGAAATCCCAGAAGGAACGCGCTCAGCAAAACTTCTGTGCCCGCAAGAAC
PSQVIKSOQTZKTERAOQIOQNTFTCATRKN
AACCAATTCGGAAACTACGTTAGCCGCAGCGACGCCGGATACGGATACAAATACAACAAC
NQ F G NY V SR SDAGY G Y K Y NN
AACGACAAATACTACGAATCCGCCTACAAGAACACCAAATACTACGACCCCTCCAACTCC
N D K Y Y E S AY KNTIKY Y D P S N S
CAGTACAACAAGTACTACAAGAACAACAAGTACGCCAAGGACCAGGACTCCTCCTACTCT
Q Y NK Y Y KNNIKYAKUDQD S S Y S
AGCAGCAGCTCTTCATCTAGCGACTCTAGCAGCAGCTCATCCAGTGACTCCAGCAGCAGC
s §$ §$S S S S SDSSSSS S S DS S S S
TCCTCTTCTTCCTCCCCCAGCTCATCCAGCTCTAGCAGCGACTCCAGCTCCTCTTCCAGC
s §$ §$ s S PSS S S S S S DS S S S s S
TCTTCCCAGTCCAACGACAACAACCGCAACAACAACAACCGCAACAACAGCAACAACAAC
S S QS NDN NN RNNNNUIRNNSNN N._
AACAACCGCAACAACAACCGCAACAACAACAACAACAACAACAGCAGCAGCAGCCAAGAA
N NR NNIN NI RNNNNNNINNINSS S S Q E
GCCAGTTACGAACAGAGAAACCAAAACGGACCCTCTATCCGCAAACTGTACCGTGCCATC
A°S Y E Q R N QNGP S I R K L Y R A I
AACCAAGGAGACGACATGTGCTTCACCATCAACGCTATCCCAACTTGCAGATACCCAGCC
N Q G D DWMTCUFTTI1T NAIPTICRY P A




6481 AAGCCCGTTGGAAGCGCCAAGAAAATGGTTGACTTCTACTGTGCGCCCAAATCCAGCTCT

2161 K PV S A KK KMV DFY CAWPK S S S
6541 GAAGCTCAACACTTCAGCAAATTGATTGCCAAGGGTGCTGCTCCCAGCCAATTGTCTCTC
2181 EAQHF S KULI1I A KGAAPS QL S L
6601 AAGAAACCAAACCAAAAGTTCGAAGTGAACATTCCCGAATACTGTGTTGCCTAA

2201 K K P NQ K F EV N T P EY CV A *



