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Appendix A Dichotomous decision
tree to determine the phylogenetic

group of an E. coli strain

Appendix B List of primers used in this study.

Target gene Primer Sequence 5'-3’ Product size (bp)
Phylogeny
chuA chuA.F GACGAACCAACGGTCAGGAT 279
chuAR TGCCGCCAGTACCAAAGACA
yjaA yjaA.F TGAAGTGTCAGGAGACGCTG 211
yjaAR ATGGAGAATGCGTTCCTCAAC
TspE4.C2 TspE4.C2.F GAGTAATGTCGGGGCATTCA 152
TspE4.C2.R CGCGCCAACAAAGTATTACG
Virulence factor
eaeA eaeA.F GACCCGGCACAAGCATAAGC 384
eaeA.R CCACCTGCAGCAACAAGAGG
crl crl.F TTTCGATTGTCTGGCTGTATG 250
crl.R CTTCAGATTCAGCGTCGTC
agoR aggR.F ACGCAGAGTTGCCTGATAAAG 400
aggR.R AATACAGAATCGTCAGCATCAGC
stx-1 stx-1.F TTCGCTCTGCAATAGGTA 555
stx-1.R TTCCCCAGTTCAATGTAAGAT
stx-2 stx-2.F GTGCCTGTTACTGGGTTTTTCTTC 118
stx-2.R AGGGGTCGATATCTCTGTCC
fimH fimH.F CTGGTCATTCGCCTGTAAAACCGCCA 846
fimH.R GTCACGCCAATAATCGATTGCACATTCCCT
hlyA hlyA.F TGCAGCCTCCAGTGCATCCCTC 355
hlyA.R CTTACCACTCTGACTGCGATCAGC
hlyE hlyE.F GAAACCGCAGATGGAGCATT 553

hlye.R CGCCCGCAGCAATAGAATAG
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astA

ibeA

iucD

kpsMIl

papC

cnfl

sfaS

malX

Flic

OmpA

OmpC

OmpF

astA.F
astA.R
ibeA.F
ibeA.R
iucD.F
iucD.R
kpsMILF
kpsMIL.R
papC.F
papC.R
cnfl.F
cnfl.R
sfaS.F
sfaS.R
malX.F
malx.R
Flic.F
Flic.R
OmpA.F
OmpA.R
OmpC.F
OmpC.R
OmpF.F
OmpF.R

TGCCATCAACACAGTATATCCG
ACGGCTTTGTAGTCCTTCCAT
AGGCAGGTGTGCGCCGCGTAC
TGGTGCTCCGGCAAACCATGC
ACAAAAAGTTCTATCGCTTCC
CCTGATCCAGATGATGCTC
GCGCATTTGCTGATACTGTTG
CATCCAGACGATAAGCATGAGCA
GTGGCAGTATGAGTAATGACCGTTA
ATATCCTTTCTGCAGGGATGCAATA
AAGATGGAGTTTCCTATGCAGGAG
CATTCAGAGTCCTGCCCTCATTATT
GTGGATACGACGATTACTGTG
CCGCCAGCATTCCCTGTATTC
GGACATCCTGTTACAGCGCGCA
TCGCCACCAATCACAGCCGAAC

CAAGTCATTAATAC(A/C)AACAGCC

GACAT(A/G)TT(A/G)GA(G/A/C)ACTTC(G/C)GT

AGCTATCGCGATTGCAGTG
GGTGTTGCCAGTAACCGG
GCAGGCCCTTTGTTCGATA
GCCGACTGATTAATGAGGGTTA
GAACTGGTAAACGATACCCACAG
ATTCTGGCAGTGATCGTCCCT
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900-2600

919

1236

1071




