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Appendix A Over-represented motifs in root-specific regulatory regions. Two genes including Os03g01700
and 0s02g37190 previously reported to be root-specific expressed (Li et al. Isolation and characterization of two
novel root-specific promoters in rice (Oryza sativa L.). Plant Science 207 (2013) 37-44) were included in the
analysis.



Appendix B Over-represented motif in root-specific promoters
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Appendix C Information of primers used in gene expression analysis and promoter cloning.

Primer Name Oligonucleotide Sequence (5'-3")
RSG1-RT-F 5-CTGGCAACTGGGTCTACTGG-3'
RSG1-RT-R 5-TTAAGCGTAGTCCTGGTCGG-3'
RSG2-RT-F 5'-GAGCCATCTGGGACTTCAT-3'
RSG2-RT-R 5-GCACCGTTGGTACGTTTG-3'
RSG3-RT-F 5-GCATTCGAGGGCAGACATAC-3'
RSG3-RT-R 5-GCGCCTTCCTTCCATTGATC-3'
RSG4-RT-F 5-ACATTATCCGGGAGTGCGTC-3'
RSG4-RT-R 5-ACTCGGTGGTCATGAGGTAG-3'
RSG5-RT-F 5-GCAAGTTCCGCAACCAGG-3'
RSG5-RT-R 5-GGCGAGGATGTTGCGGTAG-3'
RSG6-RT-F 5-CTCTACCAAGGGAGTGCCA-3'
RSG6-RT-R 5-CAAATAGCCCATACATTCACG-3'
RSG7-RT-F 5-TGCGGGTGGCAAACTGAT-3'
RSG7-RT-R 5-TCTTTGGGTAATGCGTTTGTC-3'
GUS-RT-F 5-ACTGCTGCTGTCGGCTTTA-3'
GUS-RT-R 5'-CACCTTGCGGACGGGTAT-3'

ACTIN-RT-F 5-GACTCTGGTGATGGTGTCAGC-3'

ACTIN-RT-R 5-GGCTGGAAGAGGACCTCAGG-3'

rRSP1-attB1-F 5’-GGGGACAAGTTTGTACAAAAAAGCAGGCTGC CAAGAAACACTAAGCAAAGAAGGAA-3!
rRSP1-attB2-R 5’-GGGGACCACTTTGTACAAGAAAGCTGGGT CTCTGATAAGTGTGGAGAGGTCTCT-3'
rRSP2-attB1-F 5’-GGGGACAAGTTTGTACAAAAAAGCAGGCTGC AGCAAACCGAACTATTAGTTGTCG-3'
rRSP2-attB2-R 5’-GGGGACCACTTTGTACAAGAAAGCTGGGT CTTCTTCTTCTTCGATCGACCAC-3'
rRSP3-attB1-F 5’-GGGGACAAGTTTGTACAAAAAAGCAGGCTGC TTGTAGTGCTTATGTGCTCCCT-3'
rRSP3-attB2-R 5’-GGGGACCACTTTGTACAAGAAAGCTGGGT CCCTGGTCCTCGTCCCG-3'

rRSP4-attB1-F 5’-GGGGACAAGTTTGTACAAAAAAGCAGGCTGC GGGGTCGGATGTATAGCG-3'
rRSP4-attB2-R 5’-GGGGACCACTTTGTACAAGAAAGCTGGGT CTCCGATGTCTCTCTCTAAACTC-3'
rRSP5-attB1-F 5’-GGGGACAAGTTTGTACAAAAAAGCAGGCTGC GGCACCGAATAATCCGTCAG-3'
rRSP5-attB2-R 5’-GGGGACCACTTTGTACAAGAAAGCTGGGT CTCTACCTTCACAAGAGGTATCACA-3'
A2P-attB1-F 5’-GGGGACAAGTTTGTACAAAAAAGCAGGCTGC GTCGAGGTCATTCATATGCTTG-3'
A2P-attB2-R 5’-GGGGACCACTTTGTACAAGAAAGCTGGGTATCGTCTACCTACAAAAAAGCTCC-3'




