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817
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364
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1708
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2104
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2302
2401

CCCAGCACCGACAGTTCCCTCGT G
GTCGCCGACAACTGATCAAGTGGAGCTCC GATCTCTCTT TG TATTACTATACTCTTGCATTTACTCCACTCCAAGGTTTAAATTATATTATCGTT CAAA
ATGTTTCGGCTGCCAACAGTCTTACGCTCAGTGGCCTTGCGLCAAGTATCTCAGGCACGAGGTTATGCGAAAGATGTCCGGTTTGGTCCAGAGGTCCGT
b F R L P T W L R s W A L R a v 5 o A R v A K D W R F & F E ¥ R
GCTCTAATGCTTCAAGGTGTTGACATCCTTGCTGATGCTGTTGCTGTGACAAT GGG TCCCAAAGGC CGCAATGTCATTTTGGAACAGTCCTGGGGTAGE

AL M L o o] WD | L A D A ¥V A V¥V T M G F K& R oW L E @ s W G 5
CCARAAATTACTAAGGAT GG TG TCACAGTTGCTAAGGGTGTTGAGCTTAAAGATAAATTCCAAAATATTGGTGCTCGACTTGTCCAAGATETTGCGAAT
F Ko T K D G ¥ T ¥ & K & W E L K D K F Q ] | A R L v o v A N
AATACCAATGAAGAAGCAG GLGACGGTACCACTACAGCTACGGTCTTGGLCTAGAGCAATTGCTARAAGAGGGLTTTGAAAAAATTTCTACTGGAGCCAAL
N T ] E E A G D G T "I ¥ X T W L A R A I A K E o] F E K o1 5 T A N
CCTATTGAAGTGCGCARAAGGTGTCATGCTAGCTGTTGACGCCATTATCGAGCACCTTAAGAGTCTTTCCAAGCCAGTTACTACACCTGAAGARAATTGCT
F | E v R K oW M L A W D A | | E H L K {= R S = K F v T T F E E I A
CAAGTTGCCACTATCTCAGCTAATGGTGACC GTAAAATTGGAGACCTTATTTCTAATGCTATGAAGAAGGTTGGTAAAGAAGGCGTTATCACTGT TAAA
o v A T | s A N L] [s] R K | o] [x] L -] ] AWM K K o w3 K E oo | T ¥ K
GACGGCAAGACATTGLATGATGAACTGGAAGTTATTGAGGGCATGAAGTTTGACAGAGGTTACATTTCACCTTACTTCATCAATACTGCAARMAGGTGLD
s} o] KT L H [s] E L E: " | E G M K F D R G T 1 5 F ¥ E | N T A K & A
AAGGTAGAATTCCAG GACTGCCTAGTTCTATTTTCAGAAAAG ARAATTTCATCAATCCAGTCTATTATTCCTGCTCTGGAACTGGCTAATACACTCCGE
Ko E F Q [s] C L v L F S E K Koo 5 5 | Q 5 [N F A L E L A N T: L R
AAACCTCTTGTTATTGTTGLTGAGGATGTGGAT GG TGAAGCATTAAGCACACTCGTTGTGAATAGATTGAARATTGGACTTCAGGTGGLTGCTGTTAAA
K P L ¥ 1 ¥ A E D V [T} Ef #fn HLEY #S T L v v ] F L Koo ¢ L Q@ v A A ¥ K
GLCACCTGGTTTTGGTGATAACCGCAAGG CAACACTTCAGGACATGGCAGTAGCCACTGGTGGTATAGTGTTTGGAGATGAAGGLAACCCTGTTAAACTG
A P G F & D M R K A T L Q LM oA vV AT Ll LI F & D E Ll N P vV K L
GAAGATATTACTAAGGAGGACCTTGGTGTTGTTGG TGAATGCCTTATCACTAAGGATGACACGTTGTTATTGAAGGGLAAAGGARAAGAAGGCTGATATT
E ] | T K E ] L & v v G E C L 1 T K D ] T L [T T G <) K & K K A D

GATAGAAGEAGTGAC CAAATCAGAGATCAAATTGAAAACACTACTTCAGAGTATGAGAAAGAARAGTTGCAGGAGAGATTAGCACGCTTGGCCTCTGET
[} R R 5 ¢} Q I R ] Q I E N T T 5 E: . JE K E K L. & E R L A R L A § G

GTTGCCGTOTTGAGAGTTGETOOATCTAGTGAAGTGGAAGTTAAT GAAAAGAAGGACCGTGTAAATGATGCCCTGTOTGCAACTCGTGCTOCTOTGGAA
¥ A ¥ L R ¥ G ¢ 5 5 E ¥ E ¥V N E K K D R ¥ N I A L C A T R A A ¥ E
GAAGGCATTGTTCCCGGTGGTGGLACTGCTCTGTTGCGCTBCATCACTAGCCTTGATAGTCTETCTOTTGOTAACAAT GACCAGAAAACTEGTGTGAAD
e s 1+ v p S T ~ L L R C I T 5 L D S8 L S L A N N D @ K T & ¥ N
ATTGTTCGGAAGGCTCTGCGTCAGOCTTGLATGLAAATAGCCAT GAATGCTGOTOTTGAGGCRTCAGTTATAGTTTCTAAGGTTGAGGAAGGAAAGGGT

| woR KA L R Q F (M Q | A0M N A W E A 5 WV | Vv 5 K W E E K G
GATATGGGTTACGATGCATTAAATAATGAATTTGTTAACATGATAGAGARAAGGAATTATTGACCCCACAAAGETCGTGAGAACTGCATTGACTGATGET
i} ] % D A L H N E F v N ] | E K G | | o] B T KWW R T A L T D A

GCTGGETGTTGCATCTCTTCTTACAACTGLTGAAGCAGTAGTTACTGAGTT GCCCAAAGAAGATTCACCTGCTGGT GGAATGGGLGGLATGGGTGGAATG

A G W A & L L T T A E A V VYV T E L P K E b s P Al 6 M &6 6 M 6 & M

GECGGCATGGGTGGTATGGGAGGAAT GG GTGECATGGEAATGTAAATCATGCATTCGCCATCTCATGTGCCCCATATCCCATTGTGTGCTAAGTTAATT
& ] ] ] ) ] ] ] M & & M |3 M T
GECCATCAGTGACTTACTTATAGCTGGACTGTAAGCETGCTATAAGTGCTCTACATGTGTAGTGTATTCAAGACTTGAGGGCTTCATAGGTGTTCATCG
TGCCCTGTAACTARAGTTATTTGCATTTCTTGTTTTAATTGTTACCTGTGTTTGAGAAGATC AAAGAAGATAATTTAGGCTCAATTGTAGTATCTTGED
TGCTAGTCATAAGATOY G GAAARACAGAGCTGGTCTAAACTTATGAACTTTGTGTTGCTTTGAATTTAYCAGAGTCTATTTCCTTAAAAGCTCTCATGT
TTTAGTCAGT CAARATAT Y TTAACTTTGTTAAAGTGTCACCAGTGTATGGAAAATTTTATTGGACCRATTTGGTCTTTGTTGGTGCATTGTCCTTSAAL
TTGTTVAGCAGGTGTTTTCTCATTCCATAAT TG TG GTTTTCATTTTCCAGATCTCCCATGAATYTCTTTTCAACTTGTACATAATACTGCCATCACCTT
AGTACATACTAGTAATTCATACCATCTCCTGTTAATTTTGTACTTTGCTGTATTTGTAATACAGAGAGATCAG I YAAAAAAAAARAA

Appendix C. The complete cDNA sequence and predicted amino acid sequence of
Hsp60 of F. occidentalis. All seven typical motifs of the Hsp60 family (Brochieri,
2000) are bold and underlined. The completely conserved glycines that bind to the
ATP/ADP cofactor (Brochieri, 2000) is shown in a box. The characteristic
conserved GGM repeat for mitochondrial HSP60 at the C terminus (Gupta, 1995) is
shown in a grey box. The stop codon is marked with an asterisk.




