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Youdonger
Wenpanl
Zhefeng3
Hangzhou-x
Luctanggin
Zhengchun
Chunfeng
Zhongganzl
Zheganld
vidianhong
Dahongpac

Fig. S1 Alignment of the rbcL sequences from the randomly selected samples of B. rapa, B. oleracea, B.
juncea and Raphanus sativus crops. Among the 19 selected cultivars, the 11 shown here could not be
differentiated. Residues highlighted in black are conserved in all of the sequences depicted.
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Fig. S2 Alignment of the trnH-psbA sequences from the randomly selected samples among the 74
cultivars of B. rapa, B. oleracea, B. juncea and Raphanus sativus crops. 12 cultivars shown here could not
be differentiated. Residues highlighted in black or gray are conserved in all of the sequences depicted.



