Table 1. Top 5 differentially expressed genes in pig internal organs responding to clenbuterol
stimulation

Discription Tissue &
GenBank Access No.
Fold change
(Clone No. on
Microarray)
Liver X64330 (rpfat_13923) mRNA for ATP--citrate lyase 470 1
up-regulated AF078845 (rpfat_18888)  16.7Kd  protein ~ mRNA, 242 1
complete cds
BE663152 (rpig_3513) 131230  MARC  1PIG 206 1
cDNA5', mRNA sequence.
NM_006559 GAP--associated tyrosine 174 1
(rpfat_19950) phosphoprotein p62 (Sam68)
U09645 (rpfat_13444) carnitine palmitoyltransferase 144 1
Il precursor (CPT1) gene,
exon 4
Liver NM_001244215.1 Sus scrofa complement 250 |
down-regulated  ( rpfat_19723) component 5a receptor 1
(C5AR1)
Al620131 tu92h08.x1 16
(rpfat_18421) NCI_CGAP_Gas4
BE749591 200581 MARC 4BOV 108
( rpfat_9357) Bos taurus cDNA 5,
MRNA sequence
C94540 C94540 Pig back fat Sus 106
(rpfat_17661) scrofa cDNA 5-, mRNA
sequence
rpfat_17548 EST 84 |
Heart AC087859.3 Homo sapiens chromosome 3 93 t
Up-regualted (rpfat_17654) clone RP11-34L16 map 3p,
complete sequence
NM_002690 polymerase (DNA directed), 82 t
(rpfat_4251) beta
M27444 dopamine and cyclic 79 1
( rpfat_19902) AMP--regulated neuronal
D82025 antioxidant ~ protein  and 54 1
(rpfat_11835) substrate protein
NM_014887 hypothetical ~ protein  from 41 #
(rpfat_13409) BCRA2
Heart M84133 apolipoprotein C--11l mRNA, 146 |
down-regulated  (rpfat_15779) mature peptide
711742 mRNA for annexin XI 43 |

(rpfat_11443)




rpfat_19175 EST 417
rpfat_4144 EST 40 |
ACO002558 chromosome 17, clone 39 |
(rpfat_13841) hRPC867C24, complete
sequence
Kindey u03269 actin capping protein alpha 256 1
up-regulated (rpfat_13501) subunit  (CapZ) mRNA,
complete cds
BF194223 246130 MARC 2PIG Sus 21.4 1
(rpfat_15994) scrofa  ¢cDNA  5-, mRNA
sequence
BE014044 125617 MARC 1PIG Sus 101 t
(rpfat_13876) scrofa  ¢cDNA  5-, mRNA
sequence
BF194238 246149 MARC 2PIG Sus 100 t
(rpfat_19429) scrofa  ¢cDNA  5-, mRNA
sequence
rpig_3923 EST 89 1
Kidney AF086629 VAMP--associated protein C 245 |
down-regulated  ( rpfat_4994) (VAP--C) mRNA, complete
cds
AF210379 matrix Gla protein  mRNA, 201
(rpfat_15357) complete cds
BF189320 234791 MARC 2PIG 103 |
(rpfat_17014) cDNA5', mRNA sequence.
AK001067 cDNA FLJ10205 fis, clone 94 |
(rpigfat_7105) HEMBA1004954
L09113 glycoprotein  Ila  mRNA, 88 |
(rpig_4013) complete cds
Lung Al410830 EST239123 Normalized rat 1254 1
up-regulated (rpfat_16271) heart, Bento Soares cDNA
clone
M80534 succinyl--CoA:alpha--ketoacid 183 1
(rpfat_19655) coenzyme A transferase
MRNA,
AC087859.3 Homo sapiens chromosome 3 133 1
(rpfat_17633) clone RP11-34L16 map 3p,
complete sequence
rpig_1914.y2 EST 129 #
AB011118 mRNA for KIAA0546 protein, 123 t
( rpfat_16547) partial cds
Lung AL133344 DNA sequence from clone 303 |

down-regulated

(rpfat_10954)

RP5--1158H2 on chromosome
Xp11.23--11.4.




BF080167 230945 MARC 2PIG 22.0
(rpfat_17013) cDNA5', mRNA sequence.
AU058467 back fat mRNA; expressed 19.4
(rpfat_19117) sequence tag (5'; cDNA clone)
AF210379 matrix Gla protein mRNA, 124
(rpfat_15357) complete cds
NM_000090 collagen, type IlII, alpha 1 9.7
(rpfat_12646) (Ehlers--Danlos syndrome
type 1V)
Spleen AC002378 PAC clone RP3--43804 from 15.1
up-regulated (rpfat_13795) 22q12.1--qter, complete
sequence
AU060036 back fat mMRNA; expressed 9.1
(rpfat_11456) sequence tag (5'; cDNA clone)
AJ271016 EST clone D2U701 8.5
(pfat_8158)
AWT786897 120540 MARC 1PIG 8.0
(rpfat_12354) cDNA5', mRNA sequence.
AC087859.3 Homo sapiens chromosome 3 7.4
(rpfat_17604) clone RP11-34L16 map 3p,
complete sequence
Spleen M16427 mitochondrial malate 6.0
down-regulated  (rpfat_15066) dehydrogenase (mMDH)
mRNA, complete cds
AJ388516 mRNA for ribosomal protein 5.7
(rpfat_18287) L27
rpfat_11877 EST 47
AC006254 3p21.1--9 PAC 3.8
(rpfat_11118) RPCI5--966M1
AW?298884 233 MARC 1BOV  cDNA 3.6

(rpfat_15990)

5', mRNA sequence.

EST Reference sequences

rpig_3923:

TCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTC

TCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCT

rpig_1914.y2:

TATATGCTTTCAAAGAAATTTAGTGTATAATCTTCATTGTTCAAGATTGGATTTGATTTATAAATTGTC
CCAAAATTTTAGAGCAAAAGATGGTGGTGAGAATTTTTTGATGTGCTTATTAATGATGACTAATCATT
GTATGCTTTGTAAAATGACACCTA



rpfat_11877:
TTATAAAGAAGTTGATTTATAGCTGATGTAGTTAAAAGTTATTGCACATTTACTTGATTGTCTACTAT
GTATGTTTGCAGGATTATTTATAAACTTTGTATGATCTTAAGTTTTTTCAAAACTACATTTTTTATGTG
TGCAAGGTGAAAATAAAACTTATTTGCCTGATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAACTCGAGGGGG

rpfat_19175:
GCACGAGGCTGAACCTATCCATTGCCTCCTTCTCTCAGAAAACACACTGAGCATCCTGGGAATAGCA
GCCTGCTCACACGGAAGAAAGAGACAGCAAATATTCAAATTCCCACACCAAAAATAAAAAGTAACC
CCCTCCAAAAAAAAAATACAAAGGGTTATT

rpfat_4144:
GCACGAGGTTTTTTTTTTTTTATGTTCACAAACCTTTTTGAAAAGATTAAGGAGCTATTTTTAGGTAAC
TGATTAAAAAAACCTTTATTGCTTAACTTGCTCAATTGTGAAAATTTATTCCACCAAAACACAAATTA
GGCTGGCATACAGAACCAGAAAGCTCCTATAAGGTACTATTATTGCCTAAGATATCGATTTTTCTTTA
AGCATATAGATATACCTTGTTTCTCCTTAAATGTGTAAACATCTTCTGTTGAGGACTTACTTGGAAAT
CCCAAGCAAAAGACTTGAGGATCAAAAACAAAATGCAACTTTGTTTTTTTTTTAAGGACCAAGACCT
CAGTGTTCAGCTGTTTTTTGCTCTCTGCTGGAAAATGGGGAGTCTTTTAAAAGGAGTAACAAGGTGA
GGATGGAAGGAGGGAGGCAGGTCTTTGACCTTTGGGGGAAAGGAAGGACAAGGGTTCTGATAGCAA
GGGGAC



