TABLE 2. Kinds and numbers of known stress-related elements in the upstream regions of miRNA genes

Element Function 1507a 1507b 1508a1509a 1509b 1510a1510b 1511 1512 1513 1514a 1514b 1515 1516 1517 1518 15191520al1520b1520c1520d 1521 1522 1523 1524 1526 1528 1529 1530 1533 1534 1535 1536 156a 156b 156c 156d 156e 159a 159b 159c 160 162 164 166a 166b 167a 167b 167c 167d 167e 167f 168 16%a 169b 169¢ 171b 172a 172b 172c¢ 172d 172e 2107 2109 2119/398a 319a 319b 319c 390a 390b 393 396a 396b 396c 398b 482
ABRE motif Iib ABA 1 1 1 2 2 8 1 1 1 1 1 2 1 1 2 1 2 1 1 1 1 1 7 1 2 1 2 7 2 4 1 2 1 4 1 2 2 1
ARE anaerobic 1 3 2 3 2 1 Z 3 2 2 4 1 2 2 3 2 1 1 1 2 2 1 1 2 2 1 2 3 3 3 1 1 2 2 12 2 1 2 1 2 1 2 4 1
GC-motif anoxic 1 1 1 1 3 1
AT-rich element ATBP-1 1 1 2 1 2 1 1 1 1 1 1
ARRE, AR R core TGAbow, AxEE Auxin 1 1 1 3 3 1 2 1 1 2 1 1 1 1 2 1 7 1 1 2 1 1
MSA-like cell cycle 1 1 1 1 1 1 1
circadian circadian 2 1 2 2 1 3 2 1 1 1 1 2 2 1 2 4 2 1 1 2 1 1 1 2 1 4 3 1 1 1 2 1 2 2 1 3 1 1 3 1 12 1 2 1 2 1 3 1 1 1 1
3-AF3 binding site CMA3 1 1 1
C-repeat/DRE cold,dehydration 7
TC-rich repeat Defense,stress 2 1 2 3 2 1 1 1 2 2 3 1 1 1 1 1 1 1 1 1 2 2 1 1 1 2 2 3 4 1 1 2 3 1 1 1 1 9 1 2 4 5 2 1 2 2 2 1 2 2
AT-rich sequence, ELI-hox3EIRE  elicitor-responsive 1 2 1 1 1 1 3 1 2
GCN4_motit,Skn-1 motif endosperm expression 7 5 4 4 3 2 5 1 2 2 6 3 2 2 2 6 5 3 1 1 1 4 1 2 4 1 1 5 6 13 7 4 10 3 3 4 3 2 1 4 4 2 6 4 5 1 6 6 46 3 5 5 7 2 2 3 1 5 1 5 4
TA-rich reglon, SUTR Py-rich stretch  enhancer 1 3 2 3 2 1 1 1 26 1 2 1 45 7 1 2 1 1 18 21 28 19 4 2 5 2 1 3 6 7 4 2 4 1 37 3 3 2 3 3 15
ERE Ethylene 1 1 1 2 1 1 1 1 1 1 1 3 1 1 1 2 1 1 1 2 1 2 1 2
MBSIMBSII flavonoid biosyntheti 1 1 1 1 1 1 1 2 2 1 1
Box W1 Fungal 1 1 1 1 2 2 1 1 1 1 1 2 2 2 3 1 1 1 1 1 1 1 2 5 1 1 1
GARE-motif,PBox, TATC-box GA 1 1 1 1 1 2 3 2 1 1 1 4 1 2 1 1 1 2 3 2 1 1 2 2 1 3 1 6 1 1 1 2 3 2 2 4
HSE Heat 2 4 6 1 1 1 2 2 3 1 1 1 1 2 2 2 1 1 1 3 2 2 5 1 1 3 2 2 1 2 1 2 3 3 1 1 1 1 2 26 1 1 1 2 2 3 3 3 3
HD-Zip2 leaf morphology 1 1 1 1 1 1 1 1 1 1 1
3-AF1 binding site,dcl-CMA2b, AAAC-motif ACA-motif, ACE AE-box,as-2-box, ATl -motif, ATC-motif, ATCC-motif, ATCT-motif Box 4,Box [,Box IL,CATT*motif,chs-CMA1la,chs-CMA2a,chs-Unit 1 m1,Gap-box,GAG-motif, GA-motif, GATA -motif, GATT-motif, G-Box,GT1-motif, H-box,I-box,L-box, LAMP-element MNF1 MRE Pc-CMA2a,rbeS-CMATa,8pl , TCCC-motif, TCT-motif, TGG-motif

light 14 12 31 27 22 6 10 20 20 7 10 18 19 14 8 6 18 15 18 20 9 22 9 8 13 17 9 27 4 12 10 6 13 25 18 18 19 23 18 30 28 23 20 29 13 14 24 14 19 24 39 26 23 22 8 34 14 11 27 18 25 124 13 11 18 18 24 28 12 21 24 36 9 19 12
LTR Low temperature 1 2 2 1 2 1 i § 1 1 i § 2 1 10 1
CGTCA motif, TGACG-motifMeJA 2 1 1 1 1 2 1 1 1 2 1 1 1 1 1 2 1 1 1 1 3 1 1 1 2 1 15 1 4 1 2 4 1 2 2
CAT-box meristem expression 1 2 1 1 1 1 2 1 1 2 5 2 1
CCGTCC-box meristem specific activation 4 1 1 1 2 1 1
MBS MYB 2 1 1 2 2 3 2 1 2 1 1 3 2 3 2 3 2 1 2 1 1 2 2 3 1 1 1 2 3 1 3 2 1 1 3 3 3 20 1 3 1 1 2 1 1
CCAAT-box MYBHv1 1 2 1 1 1 1 1 1 2 1 1 1
Nodule-zite2 nodule specific factor 1
HD-Zip1 palisace mesophyll differentiation 1 1 1 1 1 1 1 1 1 1 1
TCA element SA 1 1 1 1 1 1 2 1 1 2 3 1 1 1 1 1 1 1 2 1 1 2 2 1 3 1 3 2 1 1 1 2 2 4 2 1 7 1 1 1 3 3 2 1 2 1
RY-element seed-specific regulation 1 1 2
WUN -motif wound 1 1 1 1 1 1 1 1 1 1 1
O2-site zein metabolism 1 1 1 2 1 1 1 1 1 1 2 1 3 1 1 1 1 2 1 2 1 1 1 10 2 1 2 1 1
Abbreviations
ABA abscigic acid responsiveness
anoxic anoxic specific inducibility
ATBP-1 Arabidopsis TATA-box binding site
Auxin auxin responsiveness
cell cycle cell cycle regulation
circadian circadian control
cold,dehydration cold- and dehydrati on-responsiveness
leaf morphology control of leaf morphology development
Defense,stress Defense and stress
elicitor elicitor-responsive

endosperm expression

palisade mesophyll differentiation

Fungal

GA

Heat

enhancer

light
elicitor-mediated
MYB

flavonoid biogyntheti
SA

CMA3

anaerobic

wound

zein metabolism

endogperm expression responsiveness
differentiation of the palisade mesophyll cells
Fungal elicitor

gibberellin-responsive

Heat siress

high franscription levels

light responsiveness

maximal elicitor-mediated activation (2copies
drought-inducibility

MYB(flavonoid biogynthetic genes regulation)
SA(salicylic acid responsiveness)
chromomycin A3

anaerobic induction

wound responsiveness

zein metabolism regulation




